
name pathway.x variable.x Cor pathway.y variable.y Pvalue
MMP1-3 Phosphoadenosine 5 Phosphosulfate Metabolic Process3 Phosphoadenosine 5 Phosphosulfate Metabolic ProcessMMP1 -0.7092627 3 Phosphoadenosine 5 Phosphosulfate Metabolic ProcessMMP1 2.7917E-42
MMP1-Acetylcholine Regulates Insulin SecretionAcetylcholine Regulates Insulin SecretionMMP1 -0.62474443 Acetylcholine Regulates Insulin SecretionMMP1 2.0456E-30
MMP1-Actin Cytoskeleton ReorganizationActin Cytoskeleton ReorganizationMMP1 -0.72067911 Actin Cytoskeleton ReorganizationMMP1 3.2337E-44
MMP1-Actin Filament Based MovementActin Filament Based MovementMMP1 -0.72944393 Actin Filament Based MovementMMP1 9.0462E-46
MMP1-Actin Filament Based ProcessActin Filament Based ProcessMMP1 -0.71275819 Actin Filament Based ProcessMMP1 7.2964E-43
MMP1-Actin Filament Based TransportActin Filament Based TransportMMP1 -0.65839493 Actin Filament Based TransportMMP1 1.1111E-34
MMP1-Actin Filament Bundle OrganizationActin Filament Bundle OrganizationMMP1 -0.79233797 Actin Filament Bundle OrganizationMMP1 5.0416E-59
MMP1-Actin Filament OrganizationActin Filament OrganizationMMP1 -0.74053148 Actin Filament OrganizationMMP1 7.9832E-48
MMP1-Activated Ntrk2 Signals Through FynActivated Ntrk2 Signals Through FynMMP1 -0.63303567 Activated Ntrk2 Signals Through FynMMP1 2.0355E-31
MMP1-Activated Ntrk2 Signals Through Pi3kActivated Ntrk2 Signals Through Pi3kMMP1 -0.66270477 Activated Ntrk2 Signals Through Pi3kMMP1 2.8807E-35
MMP1-Activation Of Gtpase ActivityActivation Of Gtpase ActivityMMP1 -0.65508351 Activation Of Gtpase ActivityMMP1 3.0879E-34
MMP1-Actomyosin Structure OrganizationActomyosin Structure OrganizationMMP1 -0.71088652 Actomyosin Structure OrganizationMMP1 1.5005E-42
MMP1-Adaptive ThermogenesisAdaptive ThermogenesisMMP1 -0.68367988 Adaptive ThermogenesisMMP1 2.896E-38
MMP1-Adenosine To Inosine EditingAdenosine To Inosine EditingMMP1 -0.67414681 Adenosine To Inosine EditingMMP1 7.1594E-37
MMP1-Adenylate Cyclase Activating G Protein Coupled Receptor Signaling PathwayAdenylate Cyclase Activating G Protein Coupled Receptor Signaling PathwayMMP1 -0.63018211 Adenylate Cyclase Activating G Protein Coupled Receptor Signaling PathwayMMP1 4.5394E-31
MMP1-Adenylate Cyclase Inhibiting G Protein Coupled Receptor Signaling PathwayAdenylate Cyclase Inhibiting G Protein Coupled Receptor Signaling PathwayMMP1 -0.63610959 Adenylate Cyclase Inhibiting G Protein Coupled Receptor Signaling PathwayMMP1 8.4986E-32
MMP1-Adenylate Cyclase Modulating G Protein Coupled Receptor Signaling PathwayAdenylate Cyclase Modulating G Protein Coupled Receptor Signaling PathwayMMP1 -0.68932427 Adenylate Cyclase Modulating G Protein Coupled Receptor Signaling PathwayMMP1 4.0889E-39
MMP1-Adherens JunctionAdherens JunctionMMP1 -0.69140423 Adherens JunctionMMP1 1.9651E-39
MMP1-Adherens Junction MaintenanceAdherens Junction MaintenanceMMP1 -0.72375458 Adherens Junction MaintenanceMMP1 9.3652E-45
MMP1-Adherens Junction OrganizationAdherens Junction OrganizationMMP1 -0.6974277 Adherens Junction OrganizationMMP1 2.272E-40
MMP1-Adrenomedullin Receptor Signaling PathwayAdrenomedullin Receptor Signaling PathwayMMP1 -0.73995262 Adrenomedullin Receptor Signaling PathwayMMP1 1.0281E-47
MMP1-AggrephagyAggrephagy MMP1 -0.65872397 Aggrephagy MMP1 1.0031E-34
MMP1-Aldosterone Regulated Sodium ReabsorptionAldosterone Regulated Sodium ReabsorptionMMP1 -0.68588078 Aldosterone Regulated Sodium ReabsorptionMMP1 1.357E-38
MMP1-Ameboidal Type Cell MigrationAmeboidal Type Cell MigrationMMP1 -0.66864552 Ameboidal Type Cell MigrationMMP1 4.318E-36
MMP1-Angiotensin Activated Signaling PathwayAngiotensin Activated Signaling PathwayMMP1 -0.73107218 Angiotensin Activated Signaling PathwayMMP1 4.5835E-46
MMP1-Anterograde Axonal Transport Of MitochondrionAnterograde Axonal Transport Of MitochondrionMMP1 -0.60942295 Anterograde Axonal Transport Of MitochondrionMMP1 1.2179E-28
MMP1-Antigen Processing And Presentation Of Endogenous Peptide Antigen Via Mhc Class I Via Er PathwayAntigen Processing And Presentation Of Endogenous Peptide Antigen Via Mhc Class I Via Er PathwayMMP1 -0.6271608 Antigen Processing And Presentation Of Endogenous Peptide Antigen Via Mhc Class I Via Er PathwayMMP1 1.0516E-30
MMP1-Antigen Processing And Presentation Of Peptide Antigen Via Mhc Class IbAntigen Processing And Presentation Of Peptide Antigen Via Mhc Class IbMMP1 -0.62132581 Antigen Processing And Presentation Of Peptide Antigen Via Mhc Class IbMMP1 5.1918E-30
MMP1-Apical SurfaceApical Surface MMP1 -0.61404554 Apical Surface MMP1 3.6337E-29
MMP1-Artery MorphogenesisArtery MorphogenesisMMP1 -0.6198969 Artery MorphogenesisMMP1 7.637E-30
MMP1-Assembly Of The Hiv VirionAssembly Of The Hiv VirionMMP1 -0.69281476 Assembly Of The Hiv VirionMMP1 1.1913E-39
MMP1-Astrocyte DevelopmentAstrocyte DevelopmentMMP1 -0.64290928 Astrocyte DevelopmentMMP1 1.188E-32
MMP1-Atrioventricular Node DevelopmentAtrioventricular Node DevelopmentMMP1 -0.69359608 Atrioventricular Node DevelopmentMMP1 9.0179E-40
MMP1-Autophagosome Lysosome FusionAutophagosome Lysosome FusionMMP1 -0.66202026 Autophagosome Lysosome FusionMMP1 3.5748E-35
MMP1-Axon ExtensionAxon ExtensionMMP1 -0.70948002 Axon ExtensionMMP1 2.5698E-42
MMP1-Axon GuidanceAxon GuidanceMMP1 -0.62641645 Axon GuidanceMMP1 1.2917E-30
MMP1-Basement Membrane AssemblyBasement Membrane AssemblyMMP1 -0.74112492 Basement Membrane AssemblyMMP1 6.1555E-48
MMP1-Bergmann Glial Cell DifferentiationBergmann Glial Cell DifferentiationMMP1 -0.607636 Bergmann Glial Cell DifferentiationMMP1 1.9335E-28
MMP1-Blood Vessel Endothelial Cell DifferentiationBlood Vessel Endothelial Cell DifferentiationMMP1 -0.64726734 Blood Vessel Endothelial Cell DifferentiationMMP1 3.2786E-33
MMP1-Blood Vessel Endothelial Cell MigrationBlood Vessel Endothelial Cell MigrationMMP1 -0.70172646 Blood Vessel Endothelial Cell MigrationMMP1 4.7137E-41
MMP1-Blood Vessel MaturationBlood Vessel MaturationMMP1 -0.74645834 Blood Vessel MaturationMMP1 5.7599E-49
MMP1-Blood Vessel MorphogenesisBlood Vessel MorphogenesisMMP1 -0.62708889 Blood Vessel MorphogenesisMMP1 1.0728E-30
MMP1-Branching Involved In Blood Vessel MorphogenesisBranching Involved In Blood Vessel MorphogenesisMMP1 -0.64060408 Branching Involved In Blood Vessel MorphogenesisMMP1 2.3277E-32
MMP1-Budding And Maturation Of Hiv VirionBudding And Maturation Of Hiv VirionMMP1 -0.63063047 Budding And Maturation Of Hiv VirionMMP1 4.0041E-31
MMP1-Butyrophilin Btn Family InteractionsButyrophilin Btn Family InteractionsMMP1 -0.66174048 Butyrophilin Btn Family InteractionsMMP1 3.904E-35
MMP1-C Terminal Protein DeglutamylationC Terminal Protein DeglutamylationMMP1 -0.64044391 C Terminal Protein DeglutamylationMMP1 2.4386E-32
MMP1-Carbon Catabolite Regulation Of TranscriptionCarbon Catabolite Regulation Of TranscriptionMMP1 -0.63819352 Carbon Catabolite Regulation Of TranscriptionMMP1 4.6745E-32
MMP1-Cardiac Conduction System DevelopmentCardiac Conduction System DevelopmentMMP1 -0.62183289 Cardiac Conduction System DevelopmentMMP1 4.5252E-30
MMP1-Cardiac Muscle Cell Action Potential Involved In ContractionCardiac Muscle Cell Action Potential Involved In ContractionMMP1 -0.64674699 Cardiac Muscle Cell Action Potential Involved In ContractionMMP1 3.8276E-33



MMP1-Cardiac Muscle Tissue MorphogenesisCardiac Muscle Tissue MorphogenesisMMP1 -0.71949822 Cardiac Muscle Tissue MorphogenesisMMP1 5.1812E-44
MMP1-Cardiac Vascular Smooth Muscle Cell DifferentiationCardiac Vascular Smooth Muscle Cell DifferentiationMMP1 -0.6227668 Cardiac Vascular Smooth Muscle Cell DifferentiationMMP1 3.511E-30
MMP1-Cargo Recognition For Clathrin Mediated EndocytosisCargo Recognition For Clathrin Mediated EndocytosisMMP1 -0.80993585 Cargo Recognition For Clathrin Mediated EndocytosisMMP1 1.3891E-63
MMP1-Catechol Containing Compound Biosynthetic ProcessCatechol Containing Compound Biosynthetic ProcessMMP1 -0.66638275 Catechol Containing Compound Biosynthetic ProcessMMP1 8.9424E-36
MMP1-Catechol Containing Compound Metabolic ProcessCatechol Containing Compound Metabolic ProcessMMP1 -0.76961349 Catechol Containing Compound Metabolic ProcessMMP1 9.4695E-54
MMP1-Caveola AssemblyCaveola AssemblyMMP1 -0.82119334 Caveola AssemblyMMP1 9.2951E-67
MMP1-Caveolin Mediated EndocytosisCaveolin Mediated EndocytosisMMP1 -0.64204909 Caveolin Mediated EndocytosisMMP1 1.528E-32
MMP1-Cd8 Positive Alpha Beta T Cell ProliferationCd8 Positive Alpha Beta T Cell ProliferationMMP1 -0.65523769 Cd8 Positive Alpha Beta T Cell ProliferationMMP1 2.9453E-34
MMP1-Cdc42 Gtpase CycleCdc42 Gtpase CycleMMP1 -0.71540529 Cdc42 Gtpase CycleMMP1 2.6059E-43
MMP1-Cell Adhesion Molecule ProductionCell Adhesion Molecule ProductionMMP1 -0.67725834 Cell Adhesion Molecule ProductionMMP1 2.5466E-37
MMP1-Cell Cell Adhesion Involved In GastrulationCell Cell Adhesion Involved In GastrulationMMP1 -0.64793974 Cell Cell Adhesion Involved In GastrulationMMP1 2.6829E-33
MMP1-Cell Cell Junction AssemblyCell Cell Junction AssemblyMMP1 -0.65092114 Cell Cell Junction AssemblyMMP1 1.096E-33
MMP1-Cell Cell Junction OrganizationCell Cell Junction OrganizationMMP1 -0.67846251 Cell Cell Junction OrganizationMMP1 1.7011E-37
MMP1-Cell Death Signalling Via Nrage Nrif And NadeCell Death Signalling Via Nrage Nrif And NadeMMP1 -0.68779607 Cell Death Signalling Via Nrage Nrif And NadeMMP1 6.9776E-39
MMP1-Cell Differentiation In HindbrainCell Differentiation In HindbrainMMP1 -0.63590437 Cell Differentiation In HindbrainMMP1 9.0116E-32
MMP1-Cell GrowthCell Growth MMP1 -0.63869926 Cell Growth MMP1 4.0405E-32
MMP1-Cell Junction AssemblyCell Junction AssemblyMMP1 -0.64296402 Cell Junction AssemblyMMP1 1.1691E-32
MMP1-Cell Junction OrganizationCell Junction OrganizationMMP1 -0.64457058 Cell Junction OrganizationMMP1 7.2904E-33
MMP1-Cell Matrix AdhesionCell Matrix AdhesionMMP1 -0.63053774 Cell Matrix AdhesionMMP1 4.1094E-31
MMP1-Cell Migration Involved In GastrulationCell Migration Involved In GastrulationMMP1 -0.64307689 Cell Migration Involved In GastrulationMMP1 1.1311E-32
MMP1-Cell Migration Involved In Sprouting AngiogenesisCell Migration Involved In Sprouting AngiogenesisMMP1 -0.62369462 Cell Migration Involved In Sprouting AngiogenesisMMP1 2.7262E-30
MMP1-Cell MorphogenesisCell MorphogenesisMMP1 -0.64316767 Cell MorphogenesisMMP1 1.1014E-32
MMP1-Cell Morphogenesis Involved In DifferentiationCell Morphogenesis Involved In DifferentiationMMP1 -0.60350675 Cell Morphogenesis Involved In DifferentiationMMP1 5.5642E-28
MMP1-Cell Motility Involved In Cerebral Cortex Radial Glia Guided MigrationCell Motility Involved In Cerebral Cortex Radial Glia Guided MigrationMMP1 -0.68412426 Cell Motility Involved In Cerebral Cortex Radial Glia Guided MigrationMMP1 2.4863E-38
MMP1-Cell Substrate AdhesionCell Substrate AdhesionMMP1 -0.65277202 Cell Substrate AdhesionMMP1 6.2554E-34
MMP1-Cell Substrate Junction OrganizationCell Substrate Junction OrganizationMMP1 -0.65428328 Cell Substrate Junction OrganizationMMP1 3.9456E-34
MMP1-Cellular Protein Catabolic ProcessCellular Protein Catabolic ProcessMMP1 -0.61755391 Cellular Protein Catabolic ProcessMMP1 1.4318E-29
MMP1-Cellular Response To Endogenous StimulusCellular Response To Endogenous StimulusMMP1 -0.67298879 Cellular Response To Endogenous StimulusMMP1 1.0485E-36
MMP1-Cellular Response To Hormone StimulusCellular Response To Hormone StimulusMMP1 -0.70853228 Cellular Response To Hormone StimulusMMP1 3.686E-42
MMP1-Cellular Response To Insulin StimulusCellular Response To Insulin StimulusMMP1 -0.65505445 Cellular Response To Insulin StimulusMMP1 3.1156E-34
MMP1-Cellular Response To Interferon AlphaCellular Response To Interferon AlphaMMP1 -0.60446949 Cellular Response To Interferon AlphaMMP1 4.3548E-28
MMP1-Cellular Response To LipidCellular Response To LipidMMP1 -0.63183707 Cellular Response To LipidMMP1 2.8538E-31
MMP1-Cellular Response To Low Density Lipoprotein Particle StimulusCellular Response To Low Density Lipoprotein Particle StimulusMMP1 -0.63127501 Cellular Response To Low Density Lipoprotein Particle StimulusMMP1 3.3421E-31
MMP1-Cellular Response To Organic Cyclic CompoundCellular Response To Organic Cyclic CompoundMMP1 -0.72326357 Cellular Response To Organic Cyclic CompoundMMP1 1.1427E-44
MMP1-Cellular Response To PeptideCellular Response To PeptideMMP1 -0.62230742 Cellular Response To PeptideMMP1 3.9782E-30
MMP1-Cellular Response To Peptide Hormone StimulusCellular Response To Peptide Hormone StimulusMMP1 -0.65582808 Cellular Response To Peptide Hormone StimulusMMP1 2.4566E-34
MMP1-Cellular Response To Vascular Endothelial Growth Factor StimulusCellular Response To Vascular Endothelial Growth Factor StimulusMMP1 -0.6671708 Cellular Response To Vascular Endothelial Growth Factor StimulusMMP1 6.9448E-36
MMP1-Cerebellar Cortex FormationCerebellar Cortex FormationMMP1 -0.60199657 Cerebellar Cortex FormationMMP1 8.1588E-28
MMP1-Chemokine C X C Motif Ligand 2 ProductionChemokine C X C Motif Ligand 2 ProductionMMP1 -0.60033615 Chemokine C X C Motif Ligand 2 ProductionMMP1 1.2399E-27
MMP1-Cholesterol EffluxCholesterol EffluxMMP1 -0.6035361 Cholesterol EffluxMMP1 5.5228E-28
MMP1-Circulatory System DevelopmentCirculatory System DevelopmentMMP1 -0.60453492 Circulatory System DevelopmentMMP1 4.2827E-28
MMP1-Circulatory System ProcessCirculatory System ProcessMMP1 -0.71231704 Circulatory System ProcessMMP1 8.6524E-43
MMP1-Clathrin Mediated EndocytosisClathrin Mediated EndocytosisMMP1 -0.75338267 Clathrin Mediated EndocytosisMMP1 2.4299E-50
MMP1-Common Partner Smad Protein PhosphorylationCommon Partner Smad Protein PhosphorylationMMP1 -0.64233394 Common Partner Smad Protein PhosphorylationMMP1 1.4059E-32
MMP1-Coronary Vasculature MorphogenesisCoronary Vasculature MorphogenesisMMP1 -0.60483145 Coronary Vasculature MorphogenesisMMP1 3.9706E-28
MMP1-Cysteine Catabolic ProcessCysteine Catabolic ProcessMMP1 -0.64621896 Cysteine Catabolic ProcessMMP1 4.4774E-33
MMP1-Cytosolic Sulfonation Of Small MoleculesCytosolic Sulfonation Of Small MoleculesMMP1 -0.67355392 Cytosolic Sulfonation Of Small MoleculesMMP1 8.7055E-37
MMP1-DedifferentiationDedifferentiationMMP1 -0.63836279 DedifferentiationMMP1 4.4521E-32
MMP1-Defective Csf2rb Causes Smdp5Defective Csf2rb Causes Smdp5MMP1 -0.6201228 Defective Csf2rb Causes Smdp5MMP1 7.1859E-30
MMP1-Defective Lfng Causes Scdo3Defective Lfng Causes Scdo3MMP1 -0.69398859 Defective Lfng Causes Scdo3MMP1 7.8381E-40



MMP1-Dendrite DevelopmentDendrite DevelopmentMMP1 -0.62408961 Dendrite DevelopmentMMP1 2.4473E-30
MMP1-Dendrite MorphogenesisDendrite MorphogenesisMMP1 -0.641329 Dendrite MorphogenesisMMP1 1.8851E-32
MMP1-DephosphorylationDephosphorylationMMP1 -0.665771 DephosphorylationMMP1 1.0876E-35
MMP1-Detection Of VirusDetection Of VirusMMP1 -0.68870173 Detection Of VirusMMP1 5.0854E-39
MMP1-Developmental Cell GrowthDevelopmental Cell GrowthMMP1 -0.65185367 Developmental Cell GrowthMMP1 8.2664E-34
MMP1-Developmental Growth Involved In MorphogenesisDevelopmental Growth Involved In MorphogenesisMMP1 -0.60171746 Developmental Growth Involved In MorphogenesisMMP1 8.7549E-28
MMP1-Disassembly Of The Destruction Complex And Recruitment Of Axin To The MembraneDisassembly Of The Destruction Complex And Recruitment Of Axin To The MembraneMMP1 -0.78232596 Disassembly Of The Destruction Complex And Recruitment Of Axin To The MembraneMMP1 1.2713E-56
MMP1-Dopamine Biosynthetic ProcessDopamine Biosynthetic ProcessMMP1 -0.62945059 Dopamine Biosynthetic ProcessMMP1 5.5681E-31
MMP1-Dorsal Aorta DevelopmentDorsal Aorta DevelopmentMMP1 -0.67947305 Dorsal Aorta DevelopmentMMP1 1.2107E-37
MMP1-Dorsal Aorta MorphogenesisDorsal Aorta MorphogenesisMMP1 -0.74839388 Dorsal Aorta MorphogenesisMMP1 2.4024E-49
MMP1-Dorso Ventral Axis FormationDorso Ventral Axis FormationMMP1 -0.76339721 Dorso Ventral Axis FormationMMP1 2.0625E-52
MMP1-Downregulation Of Tgf Beta Receptor SignalingDownregulation Of Tgf Beta Receptor SignalingMMP1 -0.68699717 Downregulation Of Tgf Beta Receptor SignalingMMP1 9.2144E-39
MMP1-Downstream Signal TransductionDownstream Signal TransductionMMP1 -0.63060134 Downstream Signal TransductionMMP1 4.0369E-31
MMP1-Effects Of Pip2 HydrolysisEffects Of Pip2 HydrolysisMMP1 -0.70595073 Effects Of Pip2 HydrolysisMMP1 9.775E-42
MMP1-Embryonic Digestive Tract DevelopmentEmbryonic Digestive Tract DevelopmentMMP1 -0.60522846 Embryonic Digestive Tract DevelopmentMMP1 3.5876E-28
MMP1-Embryonic HemopoiesisEmbryonic HemopoiesisMMP1 -0.64541027 Embryonic HemopoiesisMMP1 5.6893E-33
MMP1-Endocytic RecyclingEndocytic RecyclingMMP1 -0.64766651 Endocytic RecyclingMMP1 2.9108E-33
MMP1-EndocytosisEndocytosis MMP1 -0.74957223 Endocytosis MMP1 6.2885E-24
MMP1-EndocytosisEndocytosis MMP1 -0.74957223 Endocytosis MMP1 1.4052E-49
MMP1-Endocytosis Involved In Viral Entry Into Host CellEndocytosis Involved In Viral Entry Into Host CellMMP1 -0.64034318 Endocytosis Involved In Viral Entry Into Host CellMMP1 2.511E-32
MMP1-Endosomal TransportEndosomal TransportMMP1 -0.64286066 Endosomal TransportMMP1 1.2051E-32
MMP1-Endosomal Vesicle FusionEndosomal Vesicle FusionMMP1 -0.66438832 Endosomal Vesicle FusionMMP1 1.6898E-35
MMP1-Endosome OrganizationEndosome OrganizationMMP1 -0.63584424 Endosome OrganizationMMP1 9.1677E-32
MMP1-Endosome To Lysosome TransportEndosome To Lysosome TransportMMP1 -0.69140997 Endosome To Lysosome TransportMMP1 1.9611E-39
MMP1-Endothelial Cell Apoptotic ProcessEndothelial Cell Apoptotic ProcessMMP1 -0.71231209 Endothelial Cell Apoptotic ProcessMMP1 8.6689E-43
MMP1-Endothelial Cell DevelopmentEndothelial Cell DevelopmentMMP1 -0.64606687 Endothelial Cell DevelopmentMMP1 4.684E-33
MMP1-Endothelial Cell MigrationEndothelial Cell MigrationMMP1 -0.67006851 Endothelial Cell MigrationMMP1 2.7229E-36
MMP1-Endothelin Receptor Signaling PathwayEndothelin Receptor Signaling PathwayMMP1 -0.70201785 Endothelin Receptor Signaling PathwayMMP1 4.2327E-41
MMP1-Endothelium DevelopmentEndothelium DevelopmentMMP1 -0.73608523 Endothelium DevelopmentMMP1 5.4755E-47
MMP1-Ephrin SignalingEphrin SignalingMMP1 -0.63143708 Ephrin SignalingMMP1 3.1934E-31
MMP1-EpibolyEpiboly MMP1 -0.68721391 Epiboly MMP1 8.5456E-39
MMP1-Epithelial Cell Apoptotic ProcessEpithelial Cell Apoptotic ProcessMMP1 -0.75202471 Epithelial Cell Apoptotic ProcessMMP1 4.5582E-50
MMP1-Erbb Signaling PathwayErbb Signaling PathwayMMP1 -0.63678816 Erbb Signaling PathwayMMP1 6.9989E-32
MMP1-Erbb Signaling PathwayErbb Signaling PathwayMMP1 -0.63678816 Erbb Signaling PathwayMMP1 1.237E-10
MMP1-Erbb2 Signaling PathwayErbb2 Signaling PathwayMMP1 -0.61392613 Erbb2 Signaling PathwayMMP1 3.75E-29
MMP1-Erythrocytes Take Up Carbon Dioxide And Release OxygenErythrocytes Take Up Carbon Dioxide And Release OxygenMMP1 -0.61914687 Erythrocytes Take Up Carbon Dioxide And Release OxygenMMP1 9.3444E-30
MMP1-Erythrocytes Take Up Oxygen And Release Carbon DioxideErythrocytes Take Up Oxygen And Release Carbon DioxideMMP1 -0.67292323 Erythrocytes Take Up Oxygen And Release Carbon DioxideMMP1 1.0713E-36
MMP1-Erythropoietin Activates Phosphoinositide 3 Kinase Pi3kErythropoietin Activates Phosphoinositide 3 Kinase Pi3kMMP1 -0.64118298 Erythropoietin Activates Phosphoinositide 3 Kinase Pi3kMMP1 1.967E-32
MMP1-Establishment Of Cell PolarityEstablishment Of Cell PolarityMMP1 -0.70495624 Establishment Of Cell PolarityMMP1 1.4193E-41
MMP1-Establishment Of Endothelial BarrierEstablishment Of Endothelial BarrierMMP1 -0.68984096 Establishment Of Endothelial BarrierMMP1 3.4104E-39
MMP1-Establishment Of Endothelial Intestinal BarrierEstablishment Of Endothelial Intestinal BarrierMMP1 -0.61867303 Establishment Of Endothelial Intestinal BarrierMMP1 1.0612E-29
MMP1-Establishment Of Protein Localization To Plasma MembraneEstablishment Of Protein Localization To Plasma MembraneMMP1 -0.68410356 Establishment Of Protein Localization To Plasma MembraneMMP1 2.5041E-38
MMP1-Establishment Or Maintenance Of Cell PolarityEstablishment Or Maintenance Of Cell PolarityMMP1 -0.69504129 Establishment Or Maintenance Of Cell PolarityMMP1 5.3753E-40
MMP1-Extracellular Vesicle BiogenesisExtracellular Vesicle BiogenesisMMP1 -0.67498212 Extracellular Vesicle BiogenesisMMP1 5.4313E-37
MMP1-Farnesyl Diphosphate Metabolic ProcessFarnesyl Diphosphate Metabolic ProcessMMP1 -0.71620947 Farnesyl Diphosphate Metabolic ProcessMMP1 1.9015E-43
MMP1-Filopodium AssemblyFilopodium AssemblyMMP1 -0.74194753 Filopodium AssemblyMMP1 4.2878E-48
MMP1-Focal Adhesion AssemblyFocal Adhesion AssemblyMMP1 -0.69305701 Focal Adhesion AssemblyMMP1 1.0929E-39
MMP1-Foregut MorphogenesisForegut MorphogenesisMMP1 -0.64272891 Foregut MorphogenesisMMP1 1.2525E-32
MMP1-Foxo Mediated TranscriptionFoxo Mediated TranscriptionMMP1 -0.60401309 Foxo Mediated TranscriptionMMP1 4.8918E-28
MMP1-Foxo Mediated Transcription Of Cell Death GenesFoxo Mediated Transcription Of Cell Death GenesMMP1 -0.63623062 Foxo Mediated Transcription Of Cell Death GenesMMP1 8.2096E-32



MMP1-Free Fatty Acids Regulate Insulin SecretionFree Fatty Acids Regulate Insulin SecretionMMP1 -0.60516377 Free Fatty Acids Regulate Insulin SecretionMMP1 3.6475E-28
MMP1-G Alpha 12 13 Signalling EventsG Alpha 12 13 Signalling EventsMMP1 -0.69199421 G Alpha 12 13 Signalling EventsMMP1 1.5945E-39
MMP1-G Protein Coupled Acetylcholine Receptor Signaling PathwayG Protein Coupled Acetylcholine Receptor Signaling PathwayMMP1 -0.62534206 G Protein Coupled Acetylcholine Receptor Signaling PathwayMMP1 1.7361E-30
MMP1-G Protein Coupled Receptor Signaling Pathway Involved In Heart ProcessG Protein Coupled Receptor Signaling Pathway Involved In Heart ProcessMMP1 -0.69101945 G Protein Coupled Receptor Signaling Pathway Involved In Heart ProcessMMP1 2.2514E-39
MMP1-Glial Cell DevelopmentGlial Cell DevelopmentMMP1 -0.62560259 Glial Cell DevelopmentMMP1 1.6162E-30
MMP1-Glutamate Receptor Signaling PathwayGlutamate Receptor Signaling PathwayMMP1 -0.72949973 Glutamate Receptor Signaling PathwayMMP1 8.8386E-46
MMP1-Glycerolipid Biosynthetic ProcessGlycerolipid Biosynthetic ProcessMMP1 -0.61650905 Glycerolipid Biosynthetic ProcessMMP1 1.8918E-29
MMP1-Glycerolipid Metabolic ProcessGlycerolipid Metabolic ProcessMMP1 -0.70282359 Glycerolipid Metabolic ProcessMMP1 3.141E-41
MMP1-Glycerophospholipid Metabolic ProcessGlycerophospholipid Metabolic ProcessMMP1 -0.67733784 Glycerophospholipid Metabolic ProcessMMP1 2.4798E-37
MMP1-Golgi To Plasma Membrane Protein TransportGolgi To Plasma Membrane Protein TransportMMP1 -0.60365755 Golgi To Plasma Membrane Protein TransportMMP1 5.3549E-28
MMP1-Golgi To Plasma Membrane TransportGolgi To Plasma Membrane TransportMMP1 -0.68467411 Golgi To Plasma Membrane TransportMMP1 2.058E-38
MMP1-Heart ProcessHeart Process MMP1 -0.64543192 Heart Process MMP1 5.653E-33
MMP1-Heart Trabecula MorphogenesisHeart Trabecula MorphogenesisMMP1 -0.67921525 Heart Trabecula MorphogenesisMMP1 1.3206E-37
MMP1-Hedgehog SignalingHedgehog SignalingMMP1 -0.6409019 Hedgehog SignalingMMP1 2.1347E-32
MMP1-Heme MetabolismHeme MetabolismMMP1 -0.68818258 Heme MetabolismMMP1 6.0973E-39
MMP1-Histone H3 K14 AcetylationHistone H3 K14 AcetylationMMP1 -0.66533625 Histone H3 K14 AcetylationMMP1 1.2495E-35
MMP1-Homotypic Cell Cell AdhesionHomotypic Cell Cell AdhesionMMP1 -0.6245683 Homotypic Cell Cell AdhesionMMP1 2.1467E-30
MMP1-Hormone Mediated Signaling PathwayHormone Mediated Signaling PathwayMMP1 -0.72435082 Hormone Mediated Signaling PathwayMMP1 7.3508E-45
MMP1-Indole Containing Compound Biosynthetic ProcessIndole Containing Compound Biosynthetic ProcessMMP1 -0.60630932 Indole Containing Compound Biosynthetic ProcessMMP1 2.72E-28
MMP1-Inositol Lipid Mediated SignalingInositol Lipid Mediated SignalingMMP1 -0.60053246 Inositol Lipid Mediated SignalingMMP1 1.1802E-27
MMP1-Inositol Phosphate MetabolismInositol Phosphate MetabolismMMP1 -0.61280152 Inositol Phosphate MetabolismMMP1 7.5238E-05
MMP1-Inositol Phosphate MetabolismInositol Phosphate MetabolismMMP1 -0.61280152 Inositol Phosphate MetabolismMMP1 5.0414E-29
MMP1-Insulin Receptor Signalling CascadeInsulin Receptor Signalling CascadeMMP1 -0.62067373 Insulin Receptor Signalling CascadeMMP1 6.1931E-30
MMP1-Integration Of Energy MetabolismIntegration Of Energy MetabolismMMP1 -0.71239855 Integration Of Energy MetabolismMMP1 8.3843E-43
MMP1-Interferon Gamma Mediated Signaling PathwayInterferon Gamma Mediated Signaling PathwayMMP1 -0.60709832 Interferon Gamma Mediated Signaling PathwayMMP1 2.2208E-28
MMP1-Intracellular Estrogen Receptor Signaling PathwayIntracellular Estrogen Receptor Signaling PathwayMMP1 -0.62445907 Intracellular Estrogen Receptor Signaling PathwayMMP1 2.2119E-30
MMP1-Intracellular Receptor Signaling PathwayIntracellular Receptor Signaling PathwayMMP1 -0.7065508 Intracellular Receptor Signaling PathwayMMP1 7.7996E-42
MMP1-Intracellular Sterol TransportIntracellular Sterol TransportMMP1 -0.60871772 Intracellular Sterol TransportMMP1 1.4621E-28
MMP1-Irs Mediated SignallingIrs Mediated SignallingMMP1 -0.61676611 Irs Mediated SignallingMMP1 1.7666E-29
MMP1-Lamellipodium AssemblyLamellipodium AssemblyMMP1 -0.70184963 Lamellipodium AssemblyMMP1 4.5041E-41
MMP1-Lamellipodium OrganizationLamellipodium OrganizationMMP1 -0.68167704 Lamellipodium OrganizationMMP1 5.7394E-38
MMP1-Lateral Mesoderm DevelopmentLateral Mesoderm DevelopmentMMP1 -0.62072713 Lateral Mesoderm DevelopmentMMP1 6.1044E-30
MMP1-Leukocyte Transendothelial MigrationLeukocyte Transendothelial MigrationMMP1 -0.63682866 Leukocyte Transendothelial MigrationMMP1 6.9182E-32
MMP1-Ligand Gated Ion Channel Signaling PathwayLigand Gated Ion Channel Signaling PathwayMMP1 -0.62979548 Ligand Gated Ion Channel Signaling PathwayMMP1 5.0572E-31
MMP1-Localization Within MembraneLocalization Within MembraneMMP1 -0.65733575 Localization Within MembraneMMP1 1.5429E-34
MMP1-Long Term DepressionLong Term DepressionMMP1 -0.64731332 Long Term DepressionMMP1 3.234E-33
MMP1-Long Term MemoryLong Term MemoryMMP1 -0.68313813 Long Term MemoryMMP1 3.4865E-38
MMP1-Long Term Synaptic DepressionLong Term Synaptic DepressionMMP1 -0.63063165 Long Term Synaptic DepressionMMP1 4.0028E-31
MMP1-Long Term Synaptic PotentiationLong Term Synaptic PotentiationMMP1 -0.68691179 Long Term Synaptic PotentiationMMP1 9.4919E-39
MMP1-Loss Of Function Of Smad2 3 In CancerLoss Of Function Of Smad2 3 In CancerMMP1 -0.70781921 Loss Of Function Of Smad2 3 In CancerMMP1 4.8307E-42
MMP1-Lymph Vessel DevelopmentLymph Vessel DevelopmentMMP1 -0.77517837 Lymph Vessel DevelopmentMMP1 5.5242E-55
MMP1-Lymph Vessel MorphogenesisLymph Vessel MorphogenesisMMP1 -0.76028788 Lymph Vessel MorphogenesisMMP1 9.2969E-52
MMP1-LymphangiogenesisLymphangiogenesisMMP1 -0.73760354 LymphangiogenesisMMP1 2.8495E-47
MMP1-Lymphatic Endothelial Cell DifferentiationLymphatic Endothelial Cell DifferentiationMMP1 -0.62926929 Lymphatic Endothelial Cell DifferentiationMMP1 5.8568E-31
MMP1-Lysosomal TransportLysosomal TransportMMP1 -0.69953344 Lysosomal TransportMMP1 1.0552E-40
MMP1-MacroautophagyMacroautophagyMMP1 -0.60945395 MacroautophagyMMP1 1.2081E-28
MMP1-Maintenance Of Blood Brain BarrierMaintenance Of Blood Brain BarrierMMP1 -0.65797349 Maintenance Of Blood Brain BarrierMMP1 1.2663E-34
MMP1-Map2k And Mapk ActivationMap2k And Mapk ActivationMMP1 -0.60630528 Map2k And Mapk ActivationMMP1 2.7228E-28
MMP1-Mast Cell MigrationMast Cell MigrationMMP1 -0.60404138 Mast Cell MigrationMMP1 4.8567E-28
MMP1-Membrane DepolarizationMembrane DepolarizationMMP1 -0.67003338 Membrane DepolarizationMMP1 2.7541E-36



MMP1-Membrane DockingMembrane DockingMMP1 -0.60475332 Membrane DockingMMP1 4.0506E-28
MMP1-Membrane FusionMembrane FusionMMP1 -0.62027472 Membrane FusionMMP1 6.8975E-30
MMP1-Membrane Raft AssemblyMembrane Raft AssemblyMMP1 -0.77715315 Membrane Raft AssemblyMMP1 1.9761E-55
MMP1-Membrane Raft OrganizationMembrane Raft OrganizationMMP1 -0.76348206 Membrane Raft OrganizationMMP1 1.9789E-52
MMP1-Met Activates Rap1 And Rac1Met Activates Rap1 And Rac1MMP1 -0.65402498 Met Activates Rap1 And Rac1MMP1 4.2697E-34
MMP1-Microvillus AssemblyMicrovillus AssemblyMMP1 -0.65848237 Microvillus AssemblyMMP1 1.0813E-34
MMP1-Microvillus OrganizationMicrovillus OrganizationMMP1 -0.62133135 Microvillus OrganizationMMP1 5.184E-30
MMP1-Morphogenesis Of An Epithelial SheetMorphogenesis Of An Epithelial SheetMMP1 -0.72105398 Morphogenesis Of An Epithelial SheetMMP1 2.7828E-44
MMP1-Muscarinic Acetylcholine ReceptorsMuscarinic Acetylcholine ReceptorsMMP1 -0.65422943 Muscarinic Acetylcholine ReceptorsMMP1 4.0111E-34
MMP1-Muscle Organ MorphogenesisMuscle Organ MorphogenesisMMP1 -0.61173754 Muscle Organ MorphogenesisMMP1 6.6632E-29
MMP1-Myeloid Cell HomeostasisMyeloid Cell HomeostasisMMP1 -0.60231256 Myeloid Cell HomeostasisMMP1 7.5322E-28
MMP1-Natural Killer Cell Cytokine ProductionNatural Killer Cell Cytokine ProductionMMP1 -0.64094262 Natural Killer Cell Cytokine ProductionMMP1 2.1096E-32
MMP1-Negative Regulation Of Actin Filament Bundle AssemblyNegative Regulation Of Actin Filament Bundle AssemblyMMP1 -0.84427646 Negative Regulation Of Actin Filament Bundle AssemblyMMP1 5.0111E-74
MMP1-Negative Regulation Of Axon Extension Involved In Axon GuidanceNegative Regulation Of Axon Extension Involved In Axon GuidanceMMP1 -0.60857217 Negative Regulation Of Axon Extension Involved In Axon GuidanceMMP1 1.5182E-28
MMP1-Negative Regulation Of Blood Vessel Endothelial Cell MigrationNegative Regulation Of Blood Vessel Endothelial Cell MigrationMMP1 -0.713409 Negative Regulation Of Blood Vessel Endothelial Cell MigrationMMP1 5.6708E-43
MMP1-Negative Regulation Of Cardiac Muscle Tissue GrowthNegative Regulation Of Cardiac Muscle Tissue GrowthMMP1 -0.66742609 Negative Regulation Of Cardiac Muscle Tissue GrowthMMP1 6.3976E-36
MMP1-Negative Regulation Of Catalytic ActivityNegative Regulation Of Catalytic ActivityMMP1 -0.60653907 Negative Regulation Of Catalytic ActivityMMP1 2.5642E-28
MMP1-Negative Regulation Of Cell Adhesion Molecule ProductionNegative Regulation Of Cell Adhesion Molecule ProductionMMP1 -0.65281811 Negative Regulation Of Cell Adhesion Molecule ProductionMMP1 6.1683E-34
MMP1-Negative Regulation Of Cell Cell Adhesion Mediated By CadherinNegative Regulation Of Cell Cell Adhesion Mediated By CadherinMMP1 -0.60734346 Negative Regulation Of Cell Cell Adhesion Mediated By CadherinMMP1 2.0849E-28
MMP1-Negative Regulation Of Cell Migration Involved In Sprouting AngiogenesisNegative Regulation Of Cell Migration Involved In Sprouting AngiogenesisMMP1 -0.75865742 Negative Regulation Of Cell Migration Involved In Sprouting AngiogenesisMMP1 2.029E-51
MMP1-Negative Regulation Of Cell Projection OrganizationNegative Regulation Of Cell Projection OrganizationMMP1 -0.68266256 Negative Regulation Of Cell Projection OrganizationMMP1 4.1019E-38
MMP1-Negative Regulation Of Cellular Component OrganizationNegative Regulation Of Cellular Component OrganizationMMP1 -0.63800415 Negative Regulation Of Cellular Component OrganizationMMP1 4.9364E-32
MMP1-Negative Regulation Of Cellular Response To Insulin StimulusNegative Regulation Of Cellular Response To Insulin StimulusMMP1 -0.6880983 Negative Regulation Of Cellular Response To Insulin StimulusMMP1 6.2793E-39
MMP1-Negative Regulation Of Cellular Response To Vascular Endothelial Growth Factor StimulusNegative Regulation Of Cellular Response To Vascular Endothelial Growth Factor StimulusMMP1 -0.66115788 Negative Regulation Of Cellular Response To Vascular Endothelial Growth Factor StimulusMMP1 4.6884E-35
MMP1-Negative Regulation Of Chemokine C X C Motif Ligand 2 ProductionNegative Regulation Of Chemokine C X C Motif Ligand 2 ProductionMMP1 -0.69005078 Negative Regulation Of Chemokine C X C Motif Ligand 2 ProductionMMP1 3.1678E-39
MMP1-Negative Regulation Of Cytoskeleton OrganizationNegative Regulation Of Cytoskeleton OrganizationMMP1 -0.68477266 Negative Regulation Of Cytoskeleton OrganizationMMP1 1.9893E-38
MMP1-Negative Regulation Of Dendrite MorphogenesisNegative Regulation Of Dendrite MorphogenesisMMP1 -0.7059802 Negative Regulation Of Dendrite MorphogenesisMMP1 9.6674E-42
MMP1-Negative Regulation Of DephosphorylationNegative Regulation Of DephosphorylationMMP1 -0.69343984 Negative Regulation Of DephosphorylationMMP1 9.535E-40
MMP1-Negative Regulation Of Developmental GrowthNegative Regulation Of Developmental GrowthMMP1 -0.68488409 Negative Regulation Of Developmental GrowthMMP1 1.9144E-38
MMP1-Negative Regulation Of Endothelial Cell Apoptotic ProcessNegative Regulation Of Endothelial Cell Apoptotic ProcessMMP1 -0.66129249 Negative Regulation Of Endothelial Cell Apoptotic ProcessMMP1 4.4944E-35
MMP1-Negative Regulation Of Endothelial Cell DifferentiationNegative Regulation Of Endothelial Cell DifferentiationMMP1 -0.75306027 Negative Regulation Of Endothelial Cell DifferentiationMMP1 2.8224E-50
MMP1-Negative Regulation Of Endothelial Cell ProliferationNegative Regulation Of Endothelial Cell ProliferationMMP1 -0.65989025 Negative Regulation Of Endothelial Cell ProliferationMMP1 6.9733E-35
MMP1-Negative Regulation Of Epithelial Cell Apoptotic ProcessNegative Regulation Of Epithelial Cell Apoptotic ProcessMMP1 -0.7125688 Negative Regulation Of Epithelial Cell Apoptotic ProcessMMP1 7.8506E-43
MMP1-Negative Regulation Of Epithelial Cell MigrationNegative Regulation Of Epithelial Cell MigrationMMP1 -0.71709153 Negative Regulation Of Epithelial Cell MigrationMMP1 1.3441E-43
MMP1-Negative Regulation Of G0 To G1 TransitionNegative Regulation Of G0 To G1 TransitionMMP1 -0.6676886 Negative Regulation Of G0 To G1 TransitionMMP1 5.8794E-36
MMP1-Negative Regulation Of Glial Cell ProliferationNegative Regulation Of Glial Cell ProliferationMMP1 -0.62788035 Negative Regulation Of Glial Cell ProliferationMMP1 8.6166E-31
MMP1-Negative Regulation Of Gtpase ActivityNegative Regulation Of Gtpase ActivityMMP1 -0.69335645 Negative Regulation Of Gtpase ActivityMMP1 9.8228E-40
MMP1-Negative Regulation Of Interleukin 1 Beta ProductionNegative Regulation Of Interleukin 1 Beta ProductionMMP1 -0.62835714 Negative Regulation Of Interleukin 1 Beta ProductionMMP1 7.5487E-31
MMP1-Negative Regulation Of Interleukin 1 ProductionNegative Regulation Of Interleukin 1 ProductionMMP1 -0.64703092 Negative Regulation Of Interleukin 1 ProductionMMP1 3.5177E-33
MMP1-Negative Regulation Of Kinase ActivityNegative Regulation Of Kinase ActivityMMP1 -0.66821114 Negative Regulation Of Kinase ActivityMMP1 4.9682E-36
MMP1-Negative Regulation Of Lamellipodium OrganizationNegative Regulation Of Lamellipodium OrganizationMMP1 -0.68155183 Negative Regulation Of Lamellipodium OrganizationMMP1 5.9891E-38
MMP1-Negative Regulation Of Lipid Kinase ActivityNegative Regulation Of Lipid Kinase ActivityMMP1 -0.6739907 Negative Regulation Of Lipid Kinase ActivityMMP1 7.538E-37
MMP1-Negative Regulation Of Long Term Synaptic PotentiationNegative Regulation Of Long Term Synaptic PotentiationMMP1 -0.73383029 Negative Regulation Of Long Term Synaptic PotentiationMMP1 1.4325E-46
MMP1-Negative Regulation Of Membrane PermeabilityNegative Regulation Of Membrane PermeabilityMMP1 -0.6963202 Negative Regulation Of Membrane PermeabilityMMP1 3.3918E-40
MMP1-Negative Regulation Of Molecular FunctionNegative Regulation Of Molecular FunctionMMP1 -0.622059 Negative Regulation Of Molecular FunctionMMP1 4.2558E-30
MMP1-Negative Regulation Of Muscle Cell DifferentiationNegative Regulation Of Muscle Cell DifferentiationMMP1 -0.65186225 Negative Regulation Of Muscle Cell DifferentiationMMP1 8.2449E-34
MMP1-Negative Regulation Of Necrotic Cell DeathNegative Regulation Of Necrotic Cell DeathMMP1 -0.6771805 Negative Regulation Of Necrotic Cell DeathMMP1 2.6137E-37
MMP1-Negative Regulation Of Nervous System DevelopmentNegative Regulation Of Nervous System DevelopmentMMP1 -0.61817085 Negative Regulation Of Nervous System DevelopmentMMP1 1.214E-29
MMP1-Negative Regulation Of Organ GrowthNegative Regulation Of Organ GrowthMMP1 -0.7449389 Negative Regulation Of Organ GrowthMMP1 1.138E-48
MMP1-Negative Regulation Of Phosphatase ActivityNegative Regulation Of Phosphatase ActivityMMP1 -0.61834703 Negative Regulation Of Phosphatase ActivityMMP1 1.1581E-29



MMP1-Negative Regulation Of Phosphorus Metabolic ProcessNegative Regulation Of Phosphorus Metabolic ProcessMMP1 -0.66925444 Negative Regulation Of Phosphorus Metabolic ProcessMMP1 3.5459E-36
MMP1-Negative Regulation Of PhosphorylationNegative Regulation Of PhosphorylationMMP1 -0.63367188 Negative Regulation Of PhosphorylationMMP1 1.7002E-31
MMP1-Negative Regulation Of Programmed Necrotic Cell DeathNegative Regulation Of Programmed Necrotic Cell DeathMMP1 -0.70193447 Negative Regulation Of Programmed Necrotic Cell DeathMMP1 4.3652E-41
MMP1-Negative Regulation Of Proteasomal Protein Catabolic ProcessNegative Regulation Of Proteasomal Protein Catabolic ProcessMMP1 -0.64241009 Negative Regulation Of Proteasomal Protein Catabolic ProcessMMP1 1.375E-32
MMP1-Negative Regulation Of Protein AutophosphorylationNegative Regulation Of Protein AutophosphorylationMMP1 -0.6638952 Negative Regulation Of Protein AutophosphorylationMMP1 1.9763E-35
MMP1-Negative Regulation Of Protein Catabolic ProcessNegative Regulation Of Protein Catabolic ProcessMMP1 -0.63583013 Negative Regulation Of Protein Catabolic ProcessMMP1 9.2047E-32
MMP1-Negative Regulation Of Protein DephosphorylationNegative Regulation Of Protein DephosphorylationMMP1 -0.66867544 Negative Regulation Of Protein DephosphorylationMMP1 4.2765E-36
MMP1-Negative Regulation Of Protein Kinase B SignalingNegative Regulation Of Protein Kinase B SignalingMMP1 -0.6268484 Negative Regulation Of Protein Kinase B SignalingMMP1 1.1465E-30
MMP1-Negative Regulation Of Protein Modification ProcessNegative Regulation Of Protein Modification ProcessMMP1 -0.64203299 Negative Regulation Of Protein Modification ProcessMMP1 1.5352E-32
MMP1-Negative Regulation Of Proteolysis Involved In Cellular Protein Catabolic ProcessNegative Regulation Of Proteolysis Involved In Cellular Protein Catabolic ProcessMMP1 -0.63120374 Negative Regulation Of Proteolysis Involved In Cellular Protein Catabolic ProcessMMP1 3.4096E-31
MMP1-Negative Regulation Of Response To Cytokine StimulusNegative Regulation Of Response To Cytokine StimulusMMP1 -0.64302875 Negative Regulation Of Response To Cytokine StimulusMMP1 1.1471E-32
MMP1-Negative Regulation Of Response To Interferon GammaNegative Regulation Of Response To Interferon GammaMMP1 -0.62439201 Negative Regulation Of Response To Interferon GammaMMP1 2.2529E-30
MMP1-Negative Regulation Of Rho Protein Signal TransductionNegative Regulation Of Rho Protein Signal TransductionMMP1 -0.73011016 Negative Regulation Of Rho Protein Signal TransductionMMP1 6.8535E-46
MMP1-Negative Regulation Of Schwann Cell ProliferationNegative Regulation Of Schwann Cell ProliferationMMP1 -0.60558326 Negative Regulation Of Schwann Cell ProliferationMMP1 3.2763E-28
MMP1-Negative Regulation Of Secondary Metabolite Biosynthetic ProcessNegative Regulation Of Secondary Metabolite Biosynthetic ProcessMMP1 -0.72524405 Negative Regulation Of Secondary Metabolite Biosynthetic ProcessMMP1 5.1079E-45
MMP1-Negative Regulation Of Small Gtpase Mediated Signal TransductionNegative Regulation Of Small Gtpase Mediated Signal TransductionMMP1 -0.84137316 Negative Regulation Of Small Gtpase Mediated Signal TransductionMMP1 4.7577E-73
MMP1-Negative Regulation Of Smooth Muscle Cell DifferentiationNegative Regulation Of Smooth Muscle Cell DifferentiationMMP1 -0.63944488 Negative Regulation Of Smooth Muscle Cell DifferentiationMMP1 3.2575E-32
MMP1-Negative Regulation Of Supramolecular Fiber OrganizationNegative Regulation Of Supramolecular Fiber OrganizationMMP1 -0.73151734 Negative Regulation Of Supramolecular Fiber OrganizationMMP1 3.8028E-46
MMP1-Negative Regulation Of The Pi3k Akt NetworkNegative Regulation Of The Pi3k Akt NetworkMMP1 -0.62670987 Negative Regulation Of The Pi3k Akt NetworkMMP1 1.1912E-30
MMP1-Negative Regulation Of Vascular Endothelial Growth Factor Receptor Signaling PathwayNegative Regulation Of Vascular Endothelial Growth Factor Receptor Signaling PathwayMMP1 -0.6006824 Negative Regulation Of Vascular Endothelial Growth Factor Receptor Signaling PathwayMMP1 1.1365E-27
MMP1-Negative Regulation Of Vascular PermeabilityNegative Regulation Of Vascular PermeabilityMMP1 -0.71607994 Negative Regulation Of Vascular PermeabilityMMP1 2.0006E-43
MMP1-Negative Regulation Of Vasculature DevelopmentNegative Regulation Of Vasculature DevelopmentMMP1 -0.7209639 Negative Regulation Of Vasculature DevelopmentMMP1 2.8852E-44
MMP1-Netrin 1 SignalingNetrin 1 SignalingMMP1 -0.66882167 Netrin 1 SignalingMMP1 4.079E-36
MMP1-Neural Plate MorphogenesisNeural Plate MorphogenesisMMP1 -0.65246453 Neural Plate MorphogenesisMMP1 6.8681E-34
MMP1-Neuromuscular Process Controlling PostureNeuromuscular Process Controlling PostureMMP1 -0.61973501 Neuromuscular Process Controlling PostureMMP1 7.9773E-30
MMP1-Neuron MaturationNeuron MaturationMMP1 -0.67499211 Neuron MaturationMMP1 5.4133E-37
MMP1-Neuron Projection ArborizationNeuron Projection ArborizationMMP1 -0.61839046 Neuron Projection ArborizationMMP1 1.1447E-29
MMP1-Neuron Projection ExtensionNeuron Projection ExtensionMMP1 -0.66605241 Neuron Projection ExtensionMMP1 9.9399E-36
MMP1-Neuron Projection Extension Involved In Neuron Projection GuidanceNeuron Projection Extension Involved In Neuron Projection GuidanceMMP1 -0.67724514 Neuron Projection Extension Involved In Neuron Projection GuidanceMMP1 2.5578E-37
MMP1-Neuron RemodelingNeuron RemodelingMMP1 -0.66605826 Neuron RemodelingMMP1 9.9213E-36
MMP1-Neurotransmitter Receptor TransportNeurotransmitter Receptor TransportMMP1 -0.6061511 Neurotransmitter Receptor TransportMMP1 2.8327E-28
MMP1-Neutrophil HomeostasisNeutrophil HomeostasisMMP1 -0.63419616 Neutrophil HomeostasisMMP1 1.4654E-31
MMP1-Nitric Oxide Mediated Signal TransductionNitric Oxide Mediated Signal TransductionMMP1 -0.62108113 Nitric Oxide Mediated Signal TransductionMMP1 5.5473E-30
MMP1-Nitric Oxide TransportNitric Oxide TransportMMP1 -0.63641624 Nitric Oxide TransportMMP1 7.7852E-32
MMP1-Nostrin Mediated Enos TraffickingNostrin Mediated Enos TraffickingMMP1 -0.74118681 Nostrin Mediated Enos TraffickingMMP1 5.9906E-48
MMP1-Notch SignalingNotch SignalingMMP1 -0.67630087 Notch SignalingMMP1 3.505E-37
MMP1-Notch Signaling Involved In Heart DevelopmentNotch Signaling Involved In Heart DevelopmentMMP1 -0.65161931 Notch Signaling Involved In Heart DevelopmentMMP1 8.8745E-34
MMP1-Notch Signaling PathwayNotch Signaling PathwayMMP1 -0.63392339 Notch Signaling PathwayMMP1 0.03044168
MMP1-Notch Signaling PathwayNotch Signaling PathwayMMP1 -0.63392339 Notch Signaling PathwayMMP1 1.5833E-31
MMP1-Notch3 Intracellular Domain Regulates TranscriptionNotch3 Intracellular Domain Regulates TranscriptionMMP1 -0.6768375 Notch3 Intracellular Domain Regulates TranscriptionMMP1 2.9309E-37
MMP1-Notch4 Intracellular Domain Regulates TranscriptionNotch4 Intracellular Domain Regulates TranscriptionMMP1 -0.67615756 Notch4 Intracellular Domain Regulates TranscriptionMMP1 3.6762E-37
MMP1-Nr1h2 Nr1h3 Regulate Gene Expression To Control Bile Acid HomeostasisNr1h2 Nr1h3 Regulate Gene Expression To Control Bile Acid HomeostasisMMP1 -0.63643104 Nr1h2 Nr1h3 Regulate Gene Expression To Control Bile Acid HomeostasisMMP1 7.7523E-32
MMP1-Nr1h2 Nr1h3 Regulate Gene Expression To Limit Cholesterol UptakeNr1h2 Nr1h3 Regulate Gene Expression To Limit Cholesterol UptakeMMP1 -0.64118763 Nr1h2 Nr1h3 Regulate Gene Expression To Limit Cholesterol UptakeMMP1 1.9644E-32
MMP1-Nrage Signals Death Through JnkNrage Signals Death Through JnkMMP1 -0.6428961 Nrage Signals Death Through JnkMMP1 1.1926E-32
MMP1-Ntrk2 Activates Rac1Ntrk2 Activates Rac1MMP1 -0.68163432 Ntrk2 Activates Rac1MMP1 5.8234E-38
MMP1-Nuclear Receptor Transcription PathwayNuclear Receptor Transcription PathwayMMP1 -0.63996714 Nuclear Receptor Transcription PathwayMMP1 2.8003E-32
MMP1-Oncogenic Mapk SignalingOncogenic Mapk SignalingMMP1 -0.65718377 Oncogenic Mapk SignalingMMP1 1.6172E-34
MMP1-Organelle FusionOrganelle FusionMMP1 -0.64311229 Organelle FusionMMP1 1.1194E-32
MMP1-Organelle Membrane FusionOrganelle Membrane FusionMMP1 -0.68171945 Organelle Membrane FusionMMP1 5.6572E-38
MMP1-ParturitionParturition MMP1 -0.72562888 Parturition MMP1 4.3646E-45



MMP1-Peptidyl Tyrosine AutophosphorylationPeptidyl Tyrosine AutophosphorylationMMP1 -0.71439505 Peptidyl Tyrosine AutophosphorylationMMP1 3.8655E-43
MMP1-Phosphatidylinositol Metabolic ProcessPhosphatidylinositol Metabolic ProcessMMP1 -0.64662922 Phosphatidylinositol Metabolic ProcessMMP1 3.9639E-33
MMP1-Phosphatidylinositol Signaling SystemPhosphatidylinositol Signaling SystemMMP1 -0.60885423 Phosphatidylinositol Signaling SystemMMP1 1.4113E-28
MMP1-Phospholipase C Activating G Protein Coupled Receptor Signaling PathwayPhospholipase C Activating G Protein Coupled Receptor Signaling PathwayMMP1 -0.73415598 Phospholipase C Activating G Protein Coupled Receptor Signaling PathwayMMP1 1.2475E-46
MMP1-Phospholipid Metabolic ProcessPhospholipid Metabolic ProcessMMP1 -0.61765471 Phospholipid Metabolic ProcessMMP1 1.3938E-29
MMP1-Plasma Membrane OrganizationPlasma Membrane OrganizationMMP1 -0.70659384 Plasma Membrane OrganizationMMP1 7.6742E-42
MMP1-Plasma Membrane Phospholipid ScramblingPlasma Membrane Phospholipid ScramblingMMP1 -0.6756397 Plasma Membrane Phospholipid ScramblingMMP1 4.3669E-37
MMP1-Plasma Membrane Raft AssemblyPlasma Membrane Raft AssemblyMMP1 -0.8020908 Plasma Membrane Raft AssemblyMMP1 1.707E-61
MMP1-Plasma Membrane Raft OrganizationPlasma Membrane Raft OrganizationMMP1 -0.76484759 Plasma Membrane Raft OrganizationMMP1 1.0137E-52
MMP1-Positive Regulation Of Actin Filament Bundle AssemblyPositive Regulation Of Actin Filament Bundle AssemblyMMP1 -0.73957313 Positive Regulation Of Actin Filament Bundle AssemblyMMP1 1.213E-47
MMP1-Positive Regulation Of Ampa Receptor ActivityPositive Regulation Of Ampa Receptor ActivityMMP1 -0.66241389 Positive Regulation Of Ampa Receptor ActivityMMP1 3.1577E-35
MMP1-Positive Regulation Of Autophagosome MaturationPositive Regulation Of Autophagosome MaturationMMP1 -0.6190696 Positive Regulation Of Autophagosome MaturationMMP1 9.5404E-30
MMP1-Positive Regulation Of AutophagyPositive Regulation Of AutophagyMMP1 -0.62873141 Positive Regulation Of AutophagyMMP1 6.8029E-31
MMP1-Positive Regulation Of Axon ExtensionPositive Regulation Of Axon ExtensionMMP1 -0.66764152 Positive Regulation Of Axon ExtensionMMP1 5.9692E-36
MMP1-Positive Regulation Of Axon Extension Involved In Axon GuidancePositive Regulation Of Axon Extension Involved In Axon GuidanceMMP1 -0.64598751 Positive Regulation Of Axon Extension Involved In Axon GuidanceMMP1 4.7955E-33
MMP1-Positive Regulation Of AxonogenesisPositive Regulation Of AxonogenesisMMP1 -0.66200068 Positive Regulation Of AxonogenesisMMP1 3.5969E-35
MMP1-Positive Regulation Of B Cell Receptor Signaling PathwayPositive Regulation Of B Cell Receptor Signaling PathwayMMP1 -0.6067176 Positive Regulation Of B Cell Receptor Signaling PathwayMMP1 2.4492E-28
MMP1-Positive Regulation Of Basement Membrane Assembly Involved In Embryonic Body MorphogenesisPositive Regulation Of Basement Membrane Assembly Involved In Embryonic Body MorphogenesisMMP1 -0.63015625 Positive Regulation Of Basement Membrane Assembly Involved In Embryonic Body MorphogenesisMMP1 4.5723E-31
MMP1-Positive Regulation Of Blood Brain Barrier PermeabilityPositive Regulation Of Blood Brain Barrier PermeabilityMMP1 -0.72276191 Positive Regulation Of Blood Brain Barrier PermeabilityMMP1 1.3997E-44
MMP1-Positive Regulation Of Bmp Signaling PathwayPositive Regulation Of Bmp Signaling PathwayMMP1 -0.66124763 Positive Regulation Of Bmp Signaling PathwayMMP1 4.5582E-35
MMP1-Positive Regulation Of Camp Dependent Protein Kinase ActivityPositive Regulation Of Camp Dependent Protein Kinase ActivityMMP1 -0.69864977 Positive Regulation Of Camp Dependent Protein Kinase ActivityMMP1 1.457E-40
MMP1-Positive Regulation Of Catabolic ProcessPositive Regulation Of Catabolic ProcessMMP1 -0.67655097 Positive Regulation Of Catabolic ProcessMMP1 3.2248E-37
MMP1-Positive Regulation Of Cd4 Positive Alpha Beta T Cell ProliferationPositive Regulation Of Cd4 Positive Alpha Beta T Cell ProliferationMMP1 -0.69339096 Positive Regulation Of Cd4 Positive Alpha Beta T Cell ProliferationMMP1 9.7027E-40
MMP1-Positive Regulation Of Cell GrowthPositive Regulation Of Cell GrowthMMP1 -0.68470062 Positive Regulation Of Cell GrowthMMP1 2.0393E-38
MMP1-Positive Regulation Of Cell Matrix AdhesionPositive Regulation Of Cell Matrix AdhesionMMP1 -0.78019845 Positive Regulation Of Cell Matrix AdhesionMMP1 3.965E-56
MMP1-Positive Regulation Of Cell Migration By Vascular Endothelial Growth Factor Signaling PathwayPositive Regulation Of Cell Migration By Vascular Endothelial Growth Factor Signaling PathwayMMP1 -0.75299879 Positive Regulation Of Cell Migration By Vascular Endothelial Growth Factor Signaling PathwayMMP1 2.904E-50
MMP1-Positive Regulation Of Cell Projection OrganizationPositive Regulation Of Cell Projection OrganizationMMP1 -0.61038127 Positive Regulation Of Cell Projection OrganizationMMP1 9.4933E-29
MMP1-Positive Regulation Of Cell Substrate AdhesionPositive Regulation Of Cell Substrate AdhesionMMP1 -0.77296417 Positive Regulation Of Cell Substrate AdhesionMMP1 1.7278E-54
MMP1-Positive Regulation Of Cell Substrate Junction OrganizationPositive Regulation Of Cell Substrate Junction OrganizationMMP1 -0.73987512 Positive Regulation Of Cell Substrate Junction OrganizationMMP1 1.0634E-47
MMP1-Positive Regulation Of Cellular Component BiogenesisPositive Regulation Of Cellular Component BiogenesisMMP1 -0.69440965 Positive Regulation Of Cellular Component BiogenesisMMP1 6.7418E-40
MMP1-Positive Regulation Of Cellular Component OrganizationPositive Regulation Of Cellular Component OrganizationMMP1 -0.65293784 Positive Regulation Of Cellular Component OrganizationMMP1 5.9477E-34
MMP1-Positive Regulation Of Cellular Protein Catabolic ProcessPositive Regulation Of Cellular Protein Catabolic ProcessMMP1 -0.6714174 Positive Regulation Of Cellular Protein Catabolic ProcessMMP1 1.7546E-36
MMP1-Positive Regulation Of Cholesterol EffluxPositive Regulation Of Cholesterol EffluxMMP1 -0.69953824 Positive Regulation Of Cholesterol EffluxMMP1 1.0534E-40
MMP1-Positive Regulation Of Cholesterol StoragePositive Regulation Of Cholesterol StorageMMP1 -0.66815342 Positive Regulation Of Cholesterol StorageMMP1 5.0615E-36
MMP1-Positive Regulation Of Cold Induced ThermogenesisPositive Regulation Of Cold Induced ThermogenesisMMP1 -0.70272231 Positive Regulation Of Cold Induced ThermogenesisMMP1 3.2612E-41
MMP1-Positive Regulation Of Cytoskeleton OrganizationPositive Regulation Of Cytoskeleton OrganizationMMP1 -0.73288326 Positive Regulation Of Cytoskeleton OrganizationMMP1 2.1391E-46
MMP1-Positive Regulation Of Deacetylase ActivityPositive Regulation Of Deacetylase ActivityMMP1 -0.70548343 Positive Regulation Of Deacetylase ActivityMMP1 1.1649E-41
MMP1-Positive Regulation Of DephosphorylationPositive Regulation Of DephosphorylationMMP1 -0.64152585 Positive Regulation Of DephosphorylationMMP1 1.78E-32
MMP1-Positive Regulation Of Developmental GrowthPositive Regulation Of Developmental GrowthMMP1 -0.62781143 Positive Regulation Of Developmental GrowthMMP1 8.7828E-31
MMP1-Positive Regulation Of Dna Binding Transcription Factor ActivityPositive Regulation Of Dna Binding Transcription Factor ActivityMMP1 -0.60272268 Positive Regulation Of Dna Binding Transcription Factor ActivityMMP1 6.7891E-28
MMP1-Positive Regulation Of Early Endosome To Late Endosome TransportPositive Regulation Of Early Endosome To Late Endosome TransportMMP1 -0.62221573 Positive Regulation Of Early Endosome To Late Endosome TransportMMP1 4.0785E-30
MMP1-Positive Regulation Of EndocytosisPositive Regulation Of EndocytosisMMP1 -0.66056812 Positive Regulation Of EndocytosisMMP1 5.6409E-35
MMP1-Positive Regulation Of Endothelial Cell Apoptotic ProcessPositive Regulation Of Endothelial Cell Apoptotic ProcessMMP1 -0.64783238 Positive Regulation Of Endothelial Cell Apoptotic ProcessMMP1 2.7703E-33
MMP1-Positive Regulation Of Endothelial Cell Chemotaxis By Vegf Activated Vascular Endothelial Growth Factor Receptor Signaling PathwayPositive Regulation Of Endothelial Cell Chemotaxis By Vegf Activated Vascular Endothelial Growth Factor Receptor Signaling PathwayMMP1 -0.7497891 Positive Regulation Of Endothelial Cell Chemotaxis By Vegf Activated Vascular Endothelial Growth Factor Receptor Signaling PathwayMMP1 1.2727E-49
MMP1-Positive Regulation Of Endothelial Cell DifferentiationPositive Regulation Of Endothelial Cell DifferentiationMMP1 -0.67701204 Positive Regulation Of Endothelial Cell DifferentiationMMP1 2.765E-37
MMP1-Positive Regulation Of Endothelial Cell Matrix Adhesion Via FibronectinPositive Regulation Of Endothelial Cell Matrix Adhesion Via FibronectinMMP1 -0.6585973 Positive Regulation Of Endothelial Cell Matrix Adhesion Via FibronectinMMP1 1.0434E-34
MMP1-Positive Regulation Of Endothelial Cell MigrationPositive Regulation Of Endothelial Cell MigrationMMP1 -0.70752467 Positive Regulation Of Endothelial Cell MigrationMMP1 5.4004E-42
MMP1-Positive Regulation Of Epithelial Cell Apoptotic ProcessPositive Regulation Of Epithelial Cell Apoptotic ProcessMMP1 -0.67796193 Positive Regulation Of Epithelial Cell Apoptotic ProcessMMP1 2.0122E-37
MMP1-Positive Regulation Of Epithelial Cell MigrationPositive Regulation Of Epithelial Cell MigrationMMP1 -0.72286455 Positive Regulation Of Epithelial Cell MigrationMMP1 1.3428E-44
MMP1-Positive Regulation Of Establishment Of Protein LocalizationPositive Regulation Of Establishment Of Protein LocalizationMMP1 -0.61509892 Positive Regulation Of Establishment Of Protein LocalizationMMP1 2.7507E-29



MMP1-Positive Regulation Of Filopodium AssemblyPositive Regulation Of Filopodium AssemblyMMP1 -0.63592661 Positive Regulation Of Filopodium AssemblyMMP1 8.9546E-32
MMP1-Positive Regulation Of Focal Adhesion AssemblyPositive Regulation Of Focal Adhesion AssemblyMMP1 -0.688829 Positive Regulation Of Focal Adhesion AssemblyMMP1 4.8639E-39
MMP1-Positive Regulation Of Glial Cell MigrationPositive Regulation Of Glial Cell MigrationMMP1 -0.60916629 Positive Regulation Of Glial Cell MigrationMMP1 1.3017E-28
MMP1-Positive Regulation Of Golgi To Plasma Membrane Protein TransportPositive Regulation Of Golgi To Plasma Membrane Protein TransportMMP1 -0.60117189 Positive Regulation Of Golgi To Plasma Membrane Protein TransportMMP1 1.0047E-27
MMP1-Positive Regulation Of GrowthPositive Regulation Of GrowthMMP1 -0.70797587 Positive Regulation Of GrowthMMP1 4.5524E-42
MMP1-Positive Regulation Of Gtpase ActivityPositive Regulation Of Gtpase ActivityMMP1 -0.70545221 Positive Regulation Of Gtpase ActivityMMP1 1.1786E-41
MMP1-Positive Regulation Of Histone Deacetylase ActivityPositive Regulation Of Histone Deacetylase ActivityMMP1 -0.74702325 Positive Regulation Of Histone Deacetylase ActivityMMP1 4.4661E-49
MMP1-Positive Regulation Of Histone DeacetylationPositive Regulation Of Histone DeacetylationMMP1 -0.63256283 Positive Regulation Of Histone DeacetylationMMP1 2.3262E-31
MMP1-Positive Regulation Of Hydrolase ActivityPositive Regulation Of Hydrolase ActivityMMP1 -0.62007141 Positive Regulation Of Hydrolase ActivityMMP1 7.2862E-30
MMP1-Positive Regulation Of Intracellular TransportPositive Regulation Of Intracellular TransportMMP1 -0.67597878 Positive Regulation Of Intracellular TransportMMP1 3.9015E-37
MMP1-Positive Regulation Of Jun Kinase ActivityPositive Regulation Of Jun Kinase ActivityMMP1 -0.60713324 Positive Regulation Of Jun Kinase ActivityMMP1 2.2009E-28
MMP1-Positive Regulation Of Lipase ActivityPositive Regulation Of Lipase ActivityMMP1 -0.71486857 Positive Regulation Of Lipase ActivityMMP1 3.2139E-43
MMP1-Positive Regulation Of Lipid Metabolic ProcessPositive Regulation Of Lipid Metabolic ProcessMMP1 -0.61390842 Positive Regulation Of Lipid Metabolic ProcessMMP1 3.7675E-29
MMP1-Positive Regulation Of Long Term Synaptic PotentiationPositive Regulation Of Long Term Synaptic PotentiationMMP1 -0.60793749 Positive Regulation Of Long Term Synaptic PotentiationMMP1 1.7888E-28
MMP1-Positive Regulation Of MacroautophagyPositive Regulation Of MacroautophagyMMP1 -0.65878268 Positive Regulation Of MacroautophagyMMP1 9.8491E-35
MMP1-Positive Regulation Of Mast Cell ChemotaxisPositive Regulation Of Mast Cell ChemotaxisMMP1 -0.71325354 Positive Regulation Of Mast Cell ChemotaxisMMP1 6.0231E-43
MMP1-Positive Regulation Of Natural Killer Cell DifferentiationPositive Regulation Of Natural Killer Cell DifferentiationMMP1 -0.62976556 Positive Regulation Of Natural Killer Cell DifferentiationMMP1 5.0996E-31
MMP1-Positive Regulation Of Neuron Projection RegenerationPositive Regulation Of Neuron Projection RegenerationMMP1 -0.73625689 Positive Regulation Of Neuron Projection RegenerationMMP1 5.0869E-47
MMP1-Positive Regulation Of Nucleotide Binding Oligomerization Domain Containing Signaling PathwayPositive Regulation Of Nucleotide Binding Oligomerization Domain Containing Signaling PathwayMMP1 -0.65229714 Positive Regulation Of Nucleotide Binding Oligomerization Domain Containing Signaling PathwayMMP1 7.2262E-34
MMP1-Positive Regulation Of Penile ErectionPositive Regulation Of Penile ErectionMMP1 -0.68975838 Positive Regulation Of Penile ErectionMMP1 3.5108E-39
MMP1-Positive Regulation Of Peptidyl Serine PhosphorylationPositive Regulation Of Peptidyl Serine PhosphorylationMMP1 -0.62359932 Positive Regulation Of Peptidyl Serine PhosphorylationMMP1 2.7981E-30
MMP1-Positive Regulation Of Phospholipase A2 ActivityPositive Regulation Of Phospholipase A2 ActivityMMP1 -0.71633815 Positive Regulation Of Phospholipase A2 ActivityMMP1 1.8078E-43
MMP1-Positive Regulation Of Phosphorus Metabolic ProcessPositive Regulation Of Phosphorus Metabolic ProcessMMP1 -0.63409885 Positive Regulation Of Phosphorus Metabolic ProcessMMP1 1.5065E-31
MMP1-Positive Regulation Of Protein BindingPositive Regulation Of Protein BindingMMP1 -0.66633171 Positive Regulation Of Protein BindingMMP1 9.0898E-36
MMP1-Positive Regulation Of Protein Catabolic ProcessPositive Regulation Of Protein Catabolic ProcessMMP1 -0.66348541 Positive Regulation Of Protein Catabolic ProcessMMP1 2.2504E-35
MMP1-Positive Regulation Of Protein DeacetylationPositive Regulation Of Protein DeacetylationMMP1 -0.62523737 Positive Regulation Of Protein DeacetylationMMP1 1.7868E-30
MMP1-Positive Regulation Of Protein Kinase C SignalingPositive Regulation Of Protein Kinase C SignalingMMP1 -0.71052802 Positive Regulation Of Protein Kinase C SignalingMMP1 1.7215E-42
MMP1-Positive Regulation Of Protein LocalizationPositive Regulation Of Protein LocalizationMMP1 -0.60283449 Positive Regulation Of Protein LocalizationMMP1 6.5994E-28
MMP1-Positive Regulation Of Protein Modification ProcessPositive Regulation Of Protein Modification ProcessMMP1 -0.64399591 Positive Regulation Of Protein Modification ProcessMMP1 8.635E-33
MMP1-Positive Regulation Of Protein PolymerizationPositive Regulation Of Protein PolymerizationMMP1 -0.69049659 Positive Regulation Of Protein PolymerizationMMP1 2.7075E-39
MMP1-Positive Regulation Of Proteolysis Involved In Cellular Protein Catabolic ProcessPositive Regulation Of Proteolysis Involved In Cellular Protein Catabolic ProcessMMP1 -0.62979441 Positive Regulation Of Proteolysis Involved In Cellular Protein Catabolic ProcessMMP1 5.0587E-31
MMP1-Positive Regulation Of Receptor Catabolic ProcessPositive Regulation Of Receptor Catabolic ProcessMMP1 -0.67129695 Positive Regulation Of Receptor Catabolic ProcessMMP1 1.8249E-36
MMP1-Positive Regulation Of Skeletal Muscle Tissue RegenerationPositive Regulation Of Skeletal Muscle Tissue RegenerationMMP1 -0.60565329 Positive Regulation Of Skeletal Muscle Tissue RegenerationMMP1 3.2181E-28
MMP1-Positive Regulation Of Sprouting AngiogenesisPositive Regulation Of Sprouting AngiogenesisMMP1 -0.60727034 Positive Regulation Of Sprouting AngiogenesisMMP1 2.1246E-28
MMP1-Positive Regulation Of Steroid Metabolic ProcessPositive Regulation Of Steroid Metabolic ProcessMMP1 -0.60573753 Positive Regulation Of Steroid Metabolic ProcessMMP1 3.1494E-28
MMP1-Positive Regulation Of Sterol TransportPositive Regulation Of Sterol TransportMMP1 -0.69696507 Positive Regulation Of Sterol TransportMMP1 2.6866E-40
MMP1-Positive Regulation Of Stress Fiber AssemblyPositive Regulation Of Stress Fiber AssemblyMMP1 -0.73044119 Positive Regulation Of Stress Fiber AssemblyMMP1 5.9687E-46
MMP1-Positive Regulation Of Substrate Adhesion Dependent Cell SpreadingPositive Regulation Of Substrate Adhesion Dependent Cell SpreadingMMP1 -0.61202792 Positive Regulation Of Substrate Adhesion Dependent Cell SpreadingMMP1 6.1754E-29
MMP1-Positive Regulation Of Supramolecular Fiber OrganizationPositive Regulation Of Supramolecular Fiber OrganizationMMP1 -0.73908408 Positive Regulation Of Supramolecular Fiber OrganizationMMP1 1.5006E-47
MMP1-Positive Regulation Of T Helper 2 Cell Cytokine ProductionPositive Regulation Of T Helper 2 Cell Cytokine ProductionMMP1 -0.65510631 Positive Regulation Of T Helper 2 Cell Cytokine ProductionMMP1 3.0664E-34
MMP1-Positive Regulation Of Transmembrane Receptor Protein Serine Threonine Kinase Signaling PathwayPositive Regulation Of Transmembrane Receptor Protein Serine Threonine Kinase Signaling PathwayMMP1 -0.60393787 Positive Regulation Of Transmembrane Receptor Protein Serine Threonine Kinase Signaling PathwayMMP1 4.9864E-28
MMP1-Positive Regulation Of TransportPositive Regulation Of TransportMMP1 -0.67453327 Positive Regulation Of TransportMMP1 6.3011E-37
MMP1-Positive Regulation Of Triglyceride Lipase ActivityPositive Regulation Of Triglyceride Lipase ActivityMMP1 -0.67860403 Positive Regulation Of Triglyceride Lipase ActivityMMP1 1.6222E-37
MMP1-Positive Regulation Of Ubiquitin Dependent Protein Catabolic ProcessPositive Regulation Of Ubiquitin Dependent Protein Catabolic ProcessMMP1 -0.6135391 Positive Regulation Of Ubiquitin Dependent Protein Catabolic ProcessMMP1 4.1526E-29
MMP1-Positive Regulation Of Urine VolumePositive Regulation Of Urine VolumeMMP1 -0.7224721 Positive Regulation Of Urine VolumeMMP1 1.5733E-44
MMP1-Positive Regulation Of Vasculature DevelopmentPositive Regulation Of Vasculature DevelopmentMMP1 -0.66609947 Positive Regulation Of Vasculature DevelopmentMMP1 9.7913E-36
MMP1-Positive Regulation Of VasculogenesisPositive Regulation Of VasculogenesisMMP1 -0.81491798 Positive Regulation Of VasculogenesisMMP1 5.8155E-65
MMP1-Positive Regulation Of VasoconstrictionPositive Regulation Of VasoconstrictionMMP1 -0.61124837 Positive Regulation Of VasoconstrictionMMP1 7.5721E-29
MMP1-Post Embryonic Camera Type Eye DevelopmentPost Embryonic Camera Type Eye DevelopmentMMP1 -0.61476868 Post Embryonic Camera Type Eye DevelopmentMMP1 3.0019E-29
MMP1-Primitive HemopoiesisPrimitive HemopoiesisMMP1 -0.71362742 Primitive HemopoiesisMMP1 5.2099E-43



MMP1-Process Utilizing Autophagic MechanismProcess Utilizing Autophagic MechanismMMP1 -0.60977358 Process Utilizing Autophagic MechanismMMP1 1.1119E-28
MMP1-Prolonged Erk Activation EventsProlonged Erk Activation EventsMMP1 -0.61073214 Prolonged Erk Activation EventsMMP1 8.664E-29
MMP1-Protein AutophosphorylationProtein AutophosphorylationMMP1 -0.62194623 Protein AutophosphorylationMMP1 4.3881E-30
MMP1-Protein Catabolic ProcessProtein Catabolic ProcessMMP1 -0.60716461 Protein Catabolic ProcessMMP1 2.1832E-28
MMP1-Protein DephosphorylationProtein DephosphorylationMMP1 -0.60997133 Protein DephosphorylationMMP1 1.0562E-28
MMP1-Protein Import Into Peroxisome MembraneProtein Import Into Peroxisome MembraneMMP1 -0.6544551 Protein Import Into Peroxisome MembraneMMP1 3.7436E-34
MMP1-Protein Kinase C SignalingProtein Kinase C SignalingMMP1 -0.72270079 Protein Kinase C SignalingMMP1 1.4346E-44
MMP1-Protein Localization To Cell Cell JunctionProtein Localization To Cell Cell JunctionMMP1 -0.61102535 Protein Localization To Cell Cell JunctionMMP1 8.026E-29
MMP1-Protein Localization To Cell PeripheryProtein Localization To Cell PeripheryMMP1 -0.73984956 Protein Localization To Cell PeripheryMMP1 1.0753E-47
MMP1-Protein Localization To Cell SurfaceProtein Localization To Cell SurfaceMMP1 -0.63436016 Protein Localization To Cell SurfaceMMP1 1.3988E-31
MMP1-Protein Localization To Plasma MembraneProtein Localization To Plasma MembraneMMP1 -0.71983227 Protein Localization To Plasma MembraneMMP1 4.5355E-44
MMP1-Ptk6 Regulates Rho Gtpases Ras Gtpase And Map KinasesPtk6 Regulates Rho Gtpases Ras Gtpase And Map KinasesMMP1 -0.61440668 Ptk6 Regulates Rho Gtpases Ras Gtpase And Map KinasesMMP1 3.3033E-29
MMP1-Pulmonary Valve DevelopmentPulmonary Valve DevelopmentMMP1 -0.66473823 Pulmonary Valve DevelopmentMMP1 1.5118E-35
MMP1-Pulmonary Valve MorphogenesisPulmonary Valve MorphogenesisMMP1 -0.62201241 Pulmonary Valve MorphogenesisMMP1 4.31E-30
MMP1-Rac Protein Signal TransductionRac Protein Signal TransductionMMP1 -0.7335991 Rac Protein Signal TransductionMMP1 1.5801E-46
MMP1-Rac1 Gtpase CycleRac1 Gtpase CycleMMP1 -0.72703822 Rac1 Gtpase CycleMMP1 2.448E-45
MMP1-Rac3 Gtpase CycleRac3 Gtpase CycleMMP1 -0.66747317 Rac3 Gtpase CycleMMP1 6.3015E-36
MMP1-Rap Protein Signal TransductionRap Protein Signal TransductionMMP1 -0.60682529 Rap Protein Signal TransductionMMP1 2.3823E-28
MMP1-Rap1 SignallingRap1 SignallingMMP1 -0.63104881 Rap1 SignallingMMP1 3.5611E-31
MMP1-Ras Protein Signal TransductionRas Protein Signal TransductionMMP1 -0.72205359 Ras Protein Signal TransductionMMP1 1.8624E-44
MMP1-Reactive Nitrogen Species Metabolic ProcessReactive Nitrogen Species Metabolic ProcessMMP1 -0.61795407 Reactive Nitrogen Species Metabolic ProcessMMP1 1.2865E-29
MMP1-Receptor InternalizationReceptor InternalizationMMP1 -0.66509638 Receptor InternalizationMMP1 1.3488E-35
MMP1-Receptor Mediated Endocytosis Involved In Cholesterol TransportReceptor Mediated Endocytosis Involved In Cholesterol TransportMMP1 -0.69052795 Receptor Mediated Endocytosis Involved In Cholesterol TransportMMP1 2.6778E-39
MMP1-Receptor Metabolic ProcessReceptor Metabolic ProcessMMP1 -0.66159249 Receptor Metabolic ProcessMMP1 4.09E-35
MMP1-Recognition Of Apoptotic CellRecognition Of Apoptotic CellMMP1 -0.63605433 Recognition Of Apoptotic CellMMP1 8.6338E-32
MMP1-Regulation Of Actin CytoskeletonRegulation Of Actin CytoskeletonMMP1 -0.62044069 Regulation Of Actin CytoskeletonMMP1 6.5954E-30
MMP1-Regulation Of Actin Cytoskeleton ReorganizationRegulation Of Actin Cytoskeleton ReorganizationMMP1 -0.71665983 Regulation Of Actin Cytoskeleton ReorganizationMMP1 1.5931E-43
MMP1-Regulation Of Actin Filament Based ProcessRegulation Of Actin Filament Based ProcessMMP1 -0.7538006 Regulation Of Actin Filament Based ProcessMMP1 2.0005E-50
MMP1-Regulation Of Actin Filament Bundle AssemblyRegulation Of Actin Filament Bundle AssemblyMMP1 -0.82933209 Regulation Of Actin Filament Bundle AssemblyMMP1 3.3942E-69
MMP1-Regulation Of Actin Filament OrganizationRegulation Of Actin Filament OrganizationMMP1 -0.75864272 Regulation Of Actin Filament OrganizationMMP1 2.0433E-51
MMP1-Regulation Of Actomyosin Structure OrganizationRegulation Of Actomyosin Structure OrganizationMMP1 -0.80714268 Regulation Of Actomyosin Structure OrganizationMMP1 7.9009E-63
MMP1-Regulation Of Adherens Junction OrganizationRegulation Of Adherens Junction OrganizationMMP1 -0.71555194 Regulation Of Adherens Junction OrganizationMMP1 2.4605E-43
MMP1-Regulation Of Adiponectin SecretionRegulation Of Adiponectin SecretionMMP1 -0.61815412 Regulation Of Adiponectin SecretionMMP1 1.2195E-29
MMP1-Regulation Of Adipose Tissue DevelopmentRegulation Of Adipose Tissue DevelopmentMMP1 -0.60021037 Regulation Of Adipose Tissue DevelopmentMMP1 1.2797E-27
MMP1-Regulation Of Anatomical Structure MorphogenesisRegulation Of Anatomical Structure MorphogenesisMMP1 -0.67537395 Regulation Of Anatomical Structure MorphogenesisMMP1 4.7697E-37
MMP1-Regulation Of Anatomical Structure SizeRegulation Of Anatomical Structure SizeMMP1 -0.71114417 Regulation Of Anatomical Structure SizeMMP1 1.3592E-42
MMP1-Regulation Of Autophagosome MaturationRegulation Of Autophagosome MaturationMMP1 -0.63918057 Regulation Of Autophagosome MaturationMMP1 3.5162E-32
MMP1-Regulation Of Blood Brain Barrier PermeabilityRegulation Of Blood Brain Barrier PermeabilityMMP1 -0.78574104 Regulation Of Blood Brain Barrier PermeabilityMMP1 1.9932E-57
MMP1-Regulation Of Blood PressureRegulation Of Blood PressureMMP1 -0.62593191 Regulation Of Blood PressureMMP1 1.4762E-30
MMP1-Regulation Of Blood Vessel RemodelingRegulation Of Blood Vessel RemodelingMMP1 -0.67194304 Regulation Of Blood Vessel RemodelingMMP1 1.4775E-36
MMP1-Regulation Of Cardioblast DifferentiationRegulation Of Cardioblast DifferentiationMMP1 -0.72787875 Regulation Of Cardioblast DifferentiationMMP1 1.7309E-45
MMP1-Regulation Of Catabolic ProcessRegulation Of Catabolic ProcessMMP1 -0.63406217 Regulation Of Catabolic ProcessMMP1 1.5222E-31
MMP1-Regulation Of Cell Junction AssemblyRegulation Of Cell Junction AssemblyMMP1 -0.60300384 Regulation Of Cell Junction AssemblyMMP1 6.322E-28
MMP1-Regulation Of Cell Matrix AdhesionRegulation Of Cell Matrix AdhesionMMP1 -0.72897479 Regulation Of Cell Matrix AdhesionMMP1 1.0994E-45
MMP1-Regulation Of Cell Migration Involved In Sprouting AngiogenesisRegulation Of Cell Migration Involved In Sprouting AngiogenesisMMP1 -0.67070553 Regulation Of Cell Migration Involved In Sprouting AngiogenesisMMP1 2.2132E-36
MMP1-Regulation Of Cell MorphogenesisRegulation Of Cell MorphogenesisMMP1 -0.70085072 Regulation Of Cell MorphogenesisMMP1 6.5089E-41
MMP1-Regulation Of Cell Projection AssemblyRegulation Of Cell Projection AssemblyMMP1 -0.63702169 Regulation Of Cell Projection AssemblyMMP1 6.5458E-32
MMP1-Regulation Of Cell Projection OrganizationRegulation Of Cell Projection OrganizationMMP1 -0.67766665 Regulation Of Cell Projection OrganizationMMP1 2.2215E-37
MMP1-Regulation Of Cell ShapeRegulation Of Cell ShapeMMP1 -0.67744817 Regulation Of Cell ShapeMMP1 2.39E-37
MMP1-Regulation Of Cell SizeRegulation Of Cell SizeMMP1 -0.70961315 Regulation Of Cell SizeMMP1 2.4425E-42



MMP1-Regulation Of Cell Substrate AdhesionRegulation Of Cell Substrate AdhesionMMP1 -0.75579687 Regulation Of Cell Substrate AdhesionMMP1 7.8608E-51
MMP1-Regulation Of Cell Substrate Junction OrganizationRegulation Of Cell Substrate Junction OrganizationMMP1 -0.73925476 Regulation Of Cell Substrate Junction OrganizationMMP1 1.3933E-47
MMP1-Regulation Of Cellular Component BiogenesisRegulation Of Cellular Component BiogenesisMMP1 -0.75271298 Regulation Of Cellular Component BiogenesisMMP1 3.3155E-50
MMP1-Regulation Of Cellular Component SizeRegulation Of Cellular Component SizeMMP1 -0.73753374 Regulation Of Cellular Component SizeMMP1 2.9367E-47
MMP1-Regulation Of Cellular Protein Catabolic ProcessRegulation Of Cellular Protein Catabolic ProcessMMP1 -0.71048856 Regulation Of Cellular Protein Catabolic ProcessMMP1 1.7478E-42
MMP1-Regulation Of Cellular Response To Insulin StimulusRegulation Of Cellular Response To Insulin StimulusMMP1 -0.62874726 Regulation Of Cellular Response To Insulin StimulusMMP1 6.7729E-31
MMP1-Regulation Of Cellular Response To Transforming Growth Factor Beta StimulusRegulation Of Cellular Response To Transforming Growth Factor Beta StimulusMMP1 -0.61511632 Regulation Of Cellular Response To Transforming Growth Factor Beta StimulusMMP1 2.738E-29
MMP1-Regulation Of Cholesterol EffluxRegulation Of Cholesterol EffluxMMP1 -0.69051678 Regulation Of Cholesterol EffluxMMP1 2.6883E-39
MMP1-Regulation Of Cytoskeleton OrganizationRegulation Of Cytoskeleton OrganizationMMP1 -0.7408501 Regulation Of Cytoskeleton OrganizationMMP1 6.9437E-48
MMP1-Regulation Of Deacetylase ActivityRegulation Of Deacetylase ActivityMMP1 -0.65463169 Regulation Of Deacetylase ActivityMMP1 3.5466E-34
MMP1-Regulation Of DephosphorylationRegulation Of DephosphorylationMMP1 -0.65849658 Regulation Of DephosphorylationMMP1 1.0765E-34
MMP1-Regulation Of Developmental GrowthRegulation Of Developmental GrowthMMP1 -0.62051301 Regulation Of Developmental GrowthMMP1 6.4679E-30
MMP1-Regulation Of Dna Binding Transcription Factor ActivityRegulation Of Dna Binding Transcription Factor ActivityMMP1 -0.64475586 Regulation Of Dna Binding Transcription Factor ActivityMMP1 6.9027E-33
MMP1-Regulation Of Endocytic RecyclingRegulation Of Endocytic RecyclingMMP1 -0.6225623 Regulation Of Endocytic RecyclingMMP1 3.7118E-30
MMP1-Regulation Of EndocytosisRegulation Of EndocytosisMMP1 -0.64015912 Regulation Of EndocytosisMMP1 2.6487E-32
MMP1-Regulation Of Endosome To Plasma Membrane Protein TransportRegulation Of Endosome To Plasma Membrane Protein TransportMMP1 -0.63443923 Regulation Of Endosome To Plasma Membrane Protein TransportMMP1 1.3677E-31
MMP1-Regulation Of Endothelial Cell DifferentiationRegulation Of Endothelial Cell DifferentiationMMP1 -0.66290282 Regulation Of Endothelial Cell DifferentiationMMP1 2.706E-35
MMP1-Regulation Of Endothelial Cell MigrationRegulation Of Endothelial Cell MigrationMMP1 -0.75582393 Regulation Of Endothelial Cell MigrationMMP1 7.7614E-51
MMP1-Regulation Of Epithelial Cell Apoptotic ProcessRegulation Of Epithelial Cell Apoptotic ProcessMMP1 -0.74054391 Regulation Of Epithelial Cell Apoptotic ProcessMMP1 7.9399E-48
MMP1-Regulation Of Epithelial Cell MigrationRegulation Of Epithelial Cell MigrationMMP1 -0.75176866 Regulation Of Epithelial Cell MigrationMMP1 5.1299E-50
MMP1-Regulation Of Erad PathwayRegulation Of Erad PathwayMMP1 -0.60571507 Regulation Of Erad PathwayMMP1 3.1676E-28
MMP1-Regulation Of Establishment Of Protein LocalizationRegulation Of Establishment Of Protein LocalizationMMP1 -0.63071753 Regulation Of Establishment Of Protein LocalizationMMP1 3.9076E-31
MMP1-Regulation Of Exosomal SecretionRegulation Of Exosomal SecretionMMP1 -0.60896531 Regulation Of Exosomal SecretionMMP1 1.3713E-28
MMP1-Regulation Of Extent Of Cell GrowthRegulation Of Extent Of Cell GrowthMMP1 -0.69148076 Regulation Of Extent Of Cell GrowthMMP1 1.9126E-39
MMP1-Regulation Of Filopodium AssemblyRegulation Of Filopodium AssemblyMMP1 -0.64743956 Regulation Of Filopodium AssemblyMMP1 3.1146E-33
MMP1-Regulation Of Foxo Transcriptional Activity By AcetylationRegulation Of Foxo Transcriptional Activity By AcetylationMMP1 -0.66090568 Regulation Of Foxo Transcriptional Activity By AcetylationMMP1 5.0745E-35
MMP1-Regulation Of Fzd By UbiquitinationRegulation Of Fzd By UbiquitinationMMP1 -0.65238022 Regulation Of Fzd By UbiquitinationMMP1 7.0462E-34
MMP1-Regulation Of G Protein Coupled Receptor Signaling PathwayRegulation Of G Protein Coupled Receptor Signaling PathwayMMP1 -0.69990351 Regulation Of G Protein Coupled Receptor Signaling PathwayMMP1 9.2153E-41
MMP1-Regulation Of Gene Expression In Late Stage Branching Morphogenesis Pancreatic Bud Precursor CellsRegulation Of Gene Expression In Late Stage Branching Morphogenesis Pancreatic Bud Precursor CellsMMP1 -0.60196234 Regulation Of Gene Expression In Late Stage Branching Morphogenesis Pancreatic Bud Precursor CellsMMP1 8.2297E-28
MMP1-Regulation Of Glomerular FiltrationRegulation Of Glomerular FiltrationMMP1 -0.6856454 Regulation Of Glomerular FiltrationMMP1 1.4721E-38
MMP1-Regulation Of Glutamine Family Amino Acid Metabolic ProcessRegulation Of Glutamine Family Amino Acid Metabolic ProcessMMP1 -0.67055092 Regulation Of Glutamine Family Amino Acid Metabolic ProcessMMP1 2.3275E-36
MMP1-Regulation Of Gtpase ActivityRegulation Of Gtpase ActivityMMP1 -0.6807507 Regulation Of Gtpase ActivityMMP1 7.8609E-38
MMP1-Regulation Of Heart InductionRegulation Of Heart InductionMMP1 -0.61936896 Regulation Of Heart InductionMMP1 8.8029E-30
MMP1-Regulation Of Heterotypic Cell Cell AdhesionRegulation Of Heterotypic Cell Cell AdhesionMMP1 -0.6157875 Regulation Of Heterotypic Cell Cell AdhesionMMP1 2.2917E-29
MMP1-Regulation Of Histamine Secretion By Mast CellRegulation Of Histamine Secretion By Mast CellMMP1 -0.61194488 Regulation Of Histamine Secretion By Mast CellMMP1 6.3112E-29
MMP1-Regulation Of Histone Deacetylase ActivityRegulation Of Histone Deacetylase ActivityMMP1 -0.65121719 Regulation Of Histone Deacetylase ActivityMMP1 1.0022E-33
MMP1-Regulation Of Hydrolase ActivityRegulation Of Hydrolase ActivityMMP1 -0.60426741 Regulation Of Hydrolase ActivityMMP1 4.585E-28
MMP1-Regulation Of Insulin SecretionRegulation Of Insulin SecretionMMP1 -0.67150486 Regulation Of Insulin SecretionMMP1 1.7051E-36
MMP1-Regulation Of Insulin SecretionRegulation Of Insulin SecretionMMP1 -0.67150486 Regulation Of Insulin SecretionMMP1 2.2314E-07
MMP1-Regulation Of Intracellular TransportRegulation Of Intracellular TransportMMP1 -0.6537384 Regulation Of Intracellular TransportMMP1 4.6602E-34
MMP1-Regulation Of Kidney SizeRegulation Of Kidney SizeMMP1 -0.61983577 Regulation Of Kidney SizeMMP1 7.7638E-30
MMP1-Regulation Of Lens Fiber Cell DifferentiationRegulation Of Lens Fiber Cell DifferentiationMMP1 -0.61744535 Regulation Of Lens Fiber Cell DifferentiationMMP1 1.4739E-29
MMP1-Regulation Of Lipase ActivityRegulation Of Lipase ActivityMMP1 -0.67231837 Regulation Of Lipase ActivityMMP1 1.3065E-36
MMP1-Regulation Of Lipid Kinase ActivityRegulation Of Lipid Kinase ActivityMMP1 -0.60759457 Regulation Of Lipid Kinase ActivityMMP1 1.9543E-28
MMP1-Regulation Of Lipid Metabolism By PparalphaRegulation Of Lipid Metabolism By PparalphaMMP1 -0.71954579 Regulation Of Lipid Metabolism By PparalphaMMP1 5.084E-44
MMP1-Regulation Of Lipoprotein Lipase ActivityRegulation Of Lipoprotein Lipase ActivityMMP1 -0.64283821 Regulation Of Lipoprotein Lipase ActivityMMP1 1.213E-32
MMP1-Regulation Of Long Term Synaptic DepressionRegulation Of Long Term Synaptic DepressionMMP1 -0.72861144 Regulation Of Long Term Synaptic DepressionMMP1 1.2782E-45
MMP1-Regulation Of Long Term Synaptic PotentiationRegulation Of Long Term Synaptic PotentiationMMP1 -0.73065714 Regulation Of Long Term Synaptic PotentiationMMP1 5.4534E-46
MMP1-Regulation Of Macrophage ProliferationRegulation Of Macrophage ProliferationMMP1 -0.61846101 Regulation Of Macrophage ProliferationMMP1 1.1232E-29
MMP1-Regulation Of Mast Cell ChemotaxisRegulation Of Mast Cell ChemotaxisMMP1 -0.69274758 Regulation Of Mast Cell ChemotaxisMMP1 1.2202E-39



MMP1-Regulation Of Membrane DepolarizationRegulation Of Membrane DepolarizationMMP1 -0.66217866 Regulation Of Membrane DepolarizationMMP1 3.4008E-35
MMP1-Regulation Of Neuron Projection ArborizationRegulation Of Neuron Projection ArborizationMMP1 -0.62692652 Regulation Of Neuron Projection ArborizationMMP1 1.122E-30
MMP1-Regulation Of Neuron Projection DevelopmentRegulation Of Neuron Projection DevelopmentMMP1 -0.67876068 Regulation Of Neuron Projection DevelopmentMMP1 1.5389E-37
MMP1-Regulation Of Nitric Oxide Metabolic ProcessRegulation Of Nitric Oxide Metabolic ProcessMMP1 -0.63009563 Regulation Of Nitric Oxide Metabolic ProcessMMP1 4.6505E-31
MMP1-Regulation Of Peptidyl Lysine AcetylationRegulation Of Peptidyl Lysine AcetylationMMP1 -0.60523705 Regulation Of Peptidyl Lysine AcetylationMMP1 3.5798E-28
MMP1-Regulation Of Phospholipase A2 ActivityRegulation Of Phospholipase A2 ActivityMMP1 -0.66987067 Regulation Of Phospholipase A2 ActivityMMP1 2.9036E-36
MMP1-Regulation Of Phosphorus Metabolic ProcessRegulation Of Phosphorus Metabolic ProcessMMP1 -0.63281889 Regulation Of Phosphorus Metabolic ProcessMMP1 2.164E-31
MMP1-Regulation Of Proteasomal Protein Catabolic ProcessRegulation Of Proteasomal Protein Catabolic ProcessMMP1 -0.64758825 Regulation Of Proteasomal Protein Catabolic ProcessMMP1 2.9796E-33
MMP1-Regulation Of Protein AutophosphorylationRegulation Of Protein AutophosphorylationMMP1 -0.62093885 Regulation Of Protein AutophosphorylationMMP1 5.7649E-30
MMP1-Regulation Of Protein BindingRegulation Of Protein BindingMMP1 -0.61037513 Regulation Of Protein BindingMMP1 9.5085E-29
MMP1-Regulation Of Protein Catabolic ProcessRegulation Of Protein Catabolic ProcessMMP1 -0.68336477 Regulation Of Protein Catabolic ProcessMMP1 3.2262E-38
MMP1-Regulation Of Protein Containing Complex AssemblyRegulation Of Protein Containing Complex AssemblyMMP1 -0.68244546 Regulation Of Protein Containing Complex AssemblyMMP1 4.4175E-38
MMP1-Regulation Of Protein DeacetylationRegulation Of Protein DeacetylationMMP1 -0.69244914 Regulation Of Protein DeacetylationMMP1 1.3567E-39
MMP1-Regulation Of Protein DephosphorylationRegulation Of Protein DephosphorylationMMP1 -0.68383371 Regulation Of Protein DephosphorylationMMP1 2.7471E-38
MMP1-Regulation Of Protein Kinase A SignalingRegulation Of Protein Kinase A SignalingMMP1 -0.64659161 Regulation Of Protein Kinase A SignalingMMP1 4.0085E-33
MMP1-Regulation Of Protein Kinase C SignalingRegulation Of Protein Kinase C SignalingMMP1 -0.78972827 Regulation Of Protein Kinase C SignalingMMP1 2.1937E-58
MMP1-Regulation Of Protein Localization To MembraneRegulation Of Protein Localization To MembraneMMP1 -0.60167757 Regulation Of Protein Localization To MembraneMMP1 8.8436E-28
MMP1-Regulation Of Protein Modification ProcessRegulation Of Protein Modification ProcessMMP1 -0.65982632 Regulation Of Protein Modification ProcessMMP1 7.114E-35
MMP1-Regulation Of Protein PolymerizationRegulation Of Protein PolymerizationMMP1 -0.69761098 Regulation Of Protein PolymerizationMMP1 2.1259E-40
MMP1-Regulation Of Rac Protein Signal TransductionRegulation Of Rac Protein Signal TransductionMMP1 -0.70324369 Regulation Of Rac Protein Signal TransductionMMP1 2.6875E-41
MMP1-Regulation Of Ras Protein Signal TransductionRegulation Of Ras Protein Signal TransductionMMP1 -0.74149222 Regulation Of Ras Protein Signal TransductionMMP1 5.2387E-48
MMP1-Regulation Of Renal System ProcessRegulation Of Renal System ProcessMMP1 -0.6862407 Regulation Of Renal System ProcessMMP1 1.198E-38
MMP1-Regulation Of Response To Interferon GammaRegulation Of Response To Interferon GammaMMP1 -0.62957681 Regulation Of Response To Interferon GammaMMP1 5.3755E-31
MMP1-Regulation Of Retinal Ganglion Cell Axon GuidanceRegulation Of Retinal Ganglion Cell Axon GuidanceMMP1 -0.70946377 Regulation Of Retinal Ganglion Cell Axon GuidanceMMP1 2.5857E-42
MMP1-Regulation Of Rho Protein Signal TransductionRegulation Of Rho Protein Signal TransductionMMP1 -0.74825143 Regulation Of Rho Protein Signal TransductionMMP1 2.5628E-49
MMP1-Regulation Of Sarcomere OrganizationRegulation Of Sarcomere OrganizationMMP1 -0.6803389 Regulation Of Sarcomere OrganizationMMP1 9.0372E-38
MMP1-Regulation Of Sensory PerceptionRegulation Of Sensory PerceptionMMP1 -0.63335508 Regulation Of Sensory PerceptionMMP1 1.8597E-31
MMP1-Regulation Of Skeletal Muscle Tissue RegenerationRegulation Of Skeletal Muscle Tissue RegenerationMMP1 -0.69286928 Regulation Of Skeletal Muscle Tissue RegenerationMMP1 1.1684E-39
MMP1-Regulation Of Small Gtpase Mediated Signal TransductionRegulation Of Small Gtpase Mediated Signal TransductionMMP1 -0.76788989 Regulation Of Small Gtpase Mediated Signal TransductionMMP1 2.2466E-53
MMP1-Regulation Of Snare Complex AssemblyRegulation Of Snare Complex AssemblyMMP1 -0.62455437 Regulation Of Snare Complex AssemblyMMP1 2.1549E-30
MMP1-Regulation Of Sodium Ion Transmembrane TransportRegulation Of Sodium Ion Transmembrane TransportMMP1 -0.6569815 Regulation Of Sodium Ion Transmembrane TransportMMP1 1.7215E-34
MMP1-Regulation Of Sodium Ion TransportRegulation Of Sodium Ion TransportMMP1 -0.624139 Regulation Of Sodium Ion TransportMMP1 2.4144E-30
MMP1-Regulation Of Sprouting AngiogenesisRegulation Of Sprouting AngiogenesisMMP1 -0.60174754 Regulation Of Sprouting AngiogenesisMMP1 8.6887E-28
MMP1-Regulation Of Substrate Adhesion Dependent Cell SpreadingRegulation Of Substrate Adhesion Dependent Cell SpreadingMMP1 -0.62939816 Regulation Of Substrate Adhesion Dependent Cell SpreadingMMP1 5.6501E-31
MMP1-Regulation Of Supramolecular Fiber OrganizationRegulation Of Supramolecular Fiber OrganizationMMP1 -0.76595256 Regulation Of Supramolecular Fiber OrganizationMMP1 5.8801E-53
MMP1-Regulation Of TransportRegulation Of TransportMMP1 -0.70466443 Regulation Of TransportMMP1 1.5829E-41
MMP1-Regulation Of Ubiquitin Dependent Protein Catabolic ProcessRegulation Of Ubiquitin Dependent Protein Catabolic ProcessMMP1 -0.66175095 Regulation Of Ubiquitin Dependent Protein Catabolic ProcessMMP1 3.8911E-35
MMP1-Regulation Of Urine VolumeRegulation Of Urine VolumeMMP1 -0.68434306 Regulation Of Urine VolumeMMP1 2.3062E-38
MMP1-Regulation Of Vascular Associated Smooth Muscle ContractionRegulation Of Vascular Associated Smooth Muscle ContractionMMP1 -0.60950755 Regulation Of Vascular Associated Smooth Muscle ContractionMMP1 1.1914E-28
MMP1-Regulation Of Vascular PermeabilityRegulation Of Vascular PermeabilityMMP1 -0.7045662 Regulation Of Vascular PermeabilityMMP1 1.6421E-41
MMP1-Regulation Of Vasculature DevelopmentRegulation Of Vasculature DevelopmentMMP1 -0.70562555 Regulation Of Vasculature DevelopmentMMP1 1.1044E-41
MMP1-Regulation Of VasculogenesisRegulation Of VasculogenesisMMP1 -0.84454618 Regulation Of VasculogenesisMMP1 4.0561E-74
MMP1-Regulation Of Ventricular Cardiac Muscle Cell Membrane DepolarizationRegulation Of Ventricular Cardiac Muscle Cell Membrane DepolarizationMMP1 -0.80981432 Regulation Of Ventricular Cardiac Muscle Cell Membrane DepolarizationMMP1 1.4991E-63
MMP1-Regulation Of Vesicle Mediated TransportRegulation Of Vesicle Mediated TransportMMP1 -0.67401008 Regulation Of Vesicle Mediated TransportMMP1 7.4899E-37
MMP1-Regulation Of Vesicle SizeRegulation Of Vesicle SizeMMP1 -0.64424801 Regulation Of Vesicle SizeMMP1 8.0174E-33
MMP1-Renal Cell CarcinomaRenal Cell CarcinomaMMP1 -0.62970311 Renal Cell CarcinomaMMP1 5.1893E-31
MMP1-Renal Sodium Ion TransportRenal Sodium Ion TransportMMP1 -0.60045698 Renal Sodium Ion TransportMMP1 1.2028E-27
MMP1-Renal System ProcessRenal System ProcessMMP1 -0.70832245 Renal System ProcessMMP1 3.9917E-42
MMP1-Renal System Process Involved In Regulation Of Blood VolumeRenal System Process Involved In Regulation Of Blood VolumeMMP1 -0.74068653 Renal System Process Involved In Regulation Of Blood VolumeMMP1 7.4594E-48
MMP1-Renal System Process Involved In Regulation Of Systemic Arterial Blood PressureRenal System Process Involved In Regulation Of Systemic Arterial Blood PressureMMP1 -0.77758452 Renal System Process Involved In Regulation Of Systemic Arterial Blood PressureMMP1 1.5764E-55



MMP1-Renal Tubular SecretionRenal Tubular SecretionMMP1 -0.60297637 Renal Tubular SecretionMMP1 6.3662E-28
MMP1-Response To AngiotensinResponse To AngiotensinMMP1 -0.67437253 Response To AngiotensinMMP1 6.645E-37
MMP1-Response To Bile AcidResponse To Bile AcidMMP1 -0.66326139 Response To Bile AcidMMP1 2.4159E-35
MMP1-Response To DsrnaResponse To DsrnaMMP1 -0.62220951 Response To DsrnaMMP1 4.0854E-30
MMP1-Response To Endogenous StimulusResponse To Endogenous StimulusMMP1 -0.6256073 Response To Endogenous StimulusMMP1 1.6141E-30
MMP1-Response To HormoneResponse To HormoneMMP1 -0.67138823 Response To HormoneMMP1 1.7714E-36
MMP1-Response To InsulinResponse To InsulinMMP1 -0.67054022 Response To InsulinMMP1 2.3356E-36
MMP1-Response To Laminar Fluid Shear StressResponse To Laminar Fluid Shear StressMMP1 -0.62020382 Response To Laminar Fluid Shear StressMMP1 7.0306E-30
MMP1-Response To Muramyl DipeptideResponse To Muramyl DipeptideMMP1 -0.6010679 Response To Muramyl DipeptideMMP1 1.0314E-27
MMP1-Response To Organic Cyclic CompoundResponse To Organic Cyclic CompoundMMP1 -0.67368763 Response To Organic Cyclic CompoundMMP1 8.3303E-37
MMP1-Response To PeptideResponse To PeptideMMP1 -0.64406581 Response To PeptideMMP1 8.4592E-33
MMP1-Response To Peptide HormoneResponse To Peptide HormoneMMP1 -0.663984 Response To Peptide HormoneMMP1 1.9214E-35
MMP1-Response To SterolResponse To SterolMMP1 -0.65253524 Response To SterolMMP1 6.7221E-34
MMP1-Response To Tumor CellResponse To Tumor CellMMP1 -0.60166329 Response To Tumor CellMMP1 8.8755E-28
MMP1-Retinoic Acid Receptor Signaling PathwayRetinoic Acid Receptor Signaling PathwayMMP1 -0.60765967 Retinoic Acid Receptor Signaling PathwayMMP1 1.9217E-28
MMP1-Retrograde Trans Synaptic SignalingRetrograde Trans Synaptic SignalingMMP1 -0.60553275 Retrograde Trans Synaptic SignalingMMP1 3.319E-28
MMP1-Rho Gtpase CycleRho Gtpase CycleMMP1 -0.68512075 Rho Gtpase CycleMMP1 1.7644E-38
MMP1-Rho Protein Signal TransductionRho Protein Signal TransductionMMP1 -0.72363319 Rho Protein Signal TransductionMMP1 9.8378E-45
MMP1-Rhoa Gtpase CycleRhoa Gtpase CycleMMP1 -0.76258538 Rhoa Gtpase CycleMMP1 3.0627E-52
MMP1-Rhob Gtpase CycleRhob Gtpase CycleMMP1 -0.73512612 Rhob Gtpase CycleMMP1 8.2527E-47
MMP1-Rhoc Gtpase CycleRhoc Gtpase CycleMMP1 -0.72877029 Rhoc Gtpase CycleMMP1 1.1967E-45
MMP1-Rhoj Gtpase CycleRhoj Gtpase CycleMMP1 -0.73009057 Rhoj Gtpase CycleMMP1 6.9098E-46
MMP1-Rhoq Gtpase CycleRhoq Gtpase CycleMMP1 -0.72044252 Rhoq Gtpase CycleMMP1 3.5547E-44
MMP1-Rhou Gtpase CycleRhou Gtpase CycleMMP1 -0.64227316 Rhou Gtpase CycleMMP1 1.4311E-32
MMP1-Ruffle AssemblyRuffle AssemblyMMP1 -0.68672939 Ruffle AssemblyMMP1 1.0113E-38
MMP1-Secondary Alcohol Metabolic ProcessSecondary Alcohol Metabolic ProcessMMP1 -0.61033992 Secondary Alcohol Metabolic ProcessMMP1 9.5961E-29
MMP1-Selective AutophagySelective AutophagyMMP1 -0.67411818 Selective AutophagyMMP1 7.2274E-37
MMP1-Selective AutophagySelective AutophagyMMP1 -0.67411818 Selective AutophagyMMP1 0.00017911
MMP1-Sema3a Plexin Repulsion Signaling By Inhibiting Integrin AdhesionSema3a Plexin Repulsion Signaling By Inhibiting Integrin AdhesionMMP1 -0.75212424 Sema3a Plexin Repulsion Signaling By Inhibiting Integrin AdhesionMMP1 4.3534E-50
MMP1-Semaphorin InteractionsSemaphorin InteractionsMMP1 -0.64944278 Semaphorin InteractionsMMP1 1.7106E-33
MMP1-Signal AmplificationSignal AmplificationMMP1 -0.61880956 Signal AmplificationMMP1 1.023E-29
MMP1-Signaling By Braf And Raf1 FusionsSignaling By Braf And Raf1 FusionsMMP1 -0.6273348 Signaling By Braf And Raf1 FusionsMMP1 1.0022E-30
MMP1-Signaling By Erbb2Signaling By Erbb2MMP1 -0.68106896 Signaling By Erbb2MMP1 7.0566E-38
MMP1-Signaling By Fgfr1Signaling By Fgfr1MMP1 -0.63144238 Signaling By Fgfr1MMP1 3.1886E-31
MMP1-Signaling By Fgfr4Signaling By Fgfr4MMP1 -0.66896494 Signaling By Fgfr4MMP1 3.8943E-36
MMP1-Signaling By Fgfr4 In DiseaseSignaling By Fgfr4 In DiseaseMMP1 -0.63977143 Signaling By Fgfr4 In DiseaseMMP1 2.9637E-32
MMP1-Signaling By HippoSignaling By HippoMMP1 -0.67120013 Signaling By HippoMMP1 1.8835E-36
MMP1-Signaling By Moderate Kinase Activity Braf MutantsSignaling By Moderate Kinase Activity Braf MutantsMMP1 -0.63123059 Signaling By Moderate Kinase Activity Braf MutantsMMP1 3.384E-31
MMP1-Signaling By NodalSignaling By NodalMMP1 -0.60495995 Signaling By NodalMMP1 3.8425E-28
MMP1-Signaling By Notch3Signaling By Notch3MMP1 -0.62237781 Signaling By Notch3MMP1 3.9028E-30
MMP1-Signaling By NtrksSignaling By NtrksMMP1 -0.68541926 Signaling By NtrksMMP1 1.5917E-38
MMP1-Signaling By Receptor Tyrosine KinasesSignaling By Receptor Tyrosine KinasesMMP1 -0.64470947 Signaling By Receptor Tyrosine KinasesMMP1 6.9978E-33
MMP1-Signaling By Rnf43 MutantsSignaling By Rnf43 MutantsMMP1 -0.82550942 Signaling By Rnf43 MutantsMMP1 4.9133E-68
MMP1-Signaling By Tgf Beta Receptor ComplexSignaling By Tgf Beta Receptor ComplexMMP1 -0.63032298 Signaling By Tgf Beta Receptor ComplexMMP1 4.364E-31
MMP1-Signaling By Tgf Beta Receptor Complex In CancerSignaling By Tgf Beta Receptor Complex In CancerMMP1 -0.68627315 Signaling By Tgf Beta Receptor Complex In CancerMMP1 1.1846E-38
MMP1-Signaling By Tgfb Family MembersSignaling By Tgfb Family MembersMMP1 -0.60517886 Signaling By Tgfb Family MembersMMP1 3.6334E-28
MMP1-Signaling By VegfSignaling By VegfMMP1 -0.67637125 Signaling By VegfMMP1 3.4238E-37
MMP1-Signaling By Wnt In CancerSignaling By Wnt In CancerMMP1 -0.69981033 Signaling By Wnt In CancerMMP1 9.5353E-41
MMP1-Small Gtpase Mediated Signal TransductionSmall Gtpase Mediated Signal TransductionMMP1 -0.74130542 Small Gtpase Mediated Signal TransductionMMP1 5.6867E-48
MMP1-Snare Complex AssemblySnare Complex AssemblyMMP1 -0.68750373 Snare Complex AssemblyMMP1 7.7257E-39



MMP1-Somatic Stem Cell DivisionSomatic Stem Cell DivisionMMP1 -0.6721771 Somatic Stem Cell DivisionMMP1 1.3685E-36
MMP1-Sprouting AngiogenesisSprouting AngiogenesisMMP1 -0.71437208 Sprouting AngiogenesisMMP1 3.9002E-43
MMP1-Steroid Hormone Mediated Signaling PathwaySteroid Hormone Mediated Signaling PathwayMMP1 -0.63279304 Steroid Hormone Mediated Signaling PathwayMMP1 2.1799E-31
MMP1-Steroid Metabolic ProcessSteroid Metabolic ProcessMMP1 -0.68581327 Steroid Metabolic ProcessMMP1 1.3891E-38
MMP1-Sterol HomeostasisSterol HomeostasisMMP1 -0.6758621 Sterol HomeostasisMMP1 4.0559E-37
MMP1-Sterol Metabolic ProcessSterol Metabolic ProcessMMP1 -0.63206006 Sterol Metabolic ProcessMMP1 2.6802E-31
MMP1-Stress Fiber AssemblyStress Fiber AssemblyMMP1 -0.79971612 Stress Fiber AssemblyMMP1 7.0194E-61
MMP1-Substrate Adhesion Dependent Cell SpreadingSubstrate Adhesion Dependent Cell SpreadingMMP1 -0.74420963 Substrate Adhesion Dependent Cell SpreadingMMP1 1.5751E-48
MMP1-Sugar Mediated Signaling PathwaySugar Mediated Signaling PathwayMMP1 -0.6018914 Sugar Mediated Signaling PathwayMMP1 8.3786E-28
MMP1-Sulfur MetabolismSulfur MetabolismMMP1 -0.60452408 Sulfur MetabolismMMP1 4.2946E-28
MMP1-Synaptic Vesicle UncoatingSynaptic Vesicle UncoatingMMP1 -0.6670194 Synaptic Vesicle UncoatingMMP1 7.2909E-36
MMP1-T Helper 2 Cell Cytokine ProductionT Helper 2 Cell Cytokine ProductionMMP1 -0.62955998 T Helper 2 Cell Cytokine ProductionMMP1 5.4008E-31
MMP1-Tgf Beta Receptor Signaling Activates SmadsTgf Beta Receptor Signaling Activates SmadsMMP1 -0.70706357 Tgf Beta Receptor Signaling Activates SmadsMMP1 6.4283E-42
MMP1-Tgf Beta Receptor Signaling In Emt Epithelial To Mesenchymal TransitionTgf Beta Receptor Signaling In Emt Epithelial To Mesenchymal TransitionMMP1 -0.76476009 Tgf Beta Receptor Signaling In Emt Epithelial To Mesenchymal TransitionMMP1 1.0582E-52
MMP1-Thiamine Containing Compound Metabolic ProcessThiamine Containing Compound Metabolic ProcessMMP1 -0.72487336 Thiamine Containing Compound Metabolic ProcessMMP1 5.9419E-45
MMP1-Tight JunctionTight Junction MMP1 -0.63663017 Tight Junction MMP1 7.3229E-32
MMP1-Tissue MigrationTissue MigrationMMP1 -0.67608001 Tissue MigrationMMP1 3.7723E-37
MMP1-Trafficking Of Glur2 Containing Ampa ReceptorsTrafficking Of Glur2 Containing Ampa ReceptorsMMP1 -0.61796988 Trafficking Of Glur2 Containing Ampa ReceptorsMMP1 1.2811E-29
MMP1-Transcriptional Regulation Of White Adipocyte DifferentiationTranscriptional Regulation Of White Adipocyte DifferentiationMMP1 -0.64322117 Transcriptional Regulation Of White Adipocyte DifferentiationMMP1 1.0842E-32
MMP1-TranscytosisTranscytosis MMP1 -0.64652916 Transcytosis MMP1 4.0835E-33
MMP1-Transforming Growth Factor Beta Receptor Signaling PathwayTransforming Growth Factor Beta Receptor Signaling PathwayMMP1 -0.62363 Transforming Growth Factor Beta Receptor Signaling PathwayMMP1 2.7748E-30
MMP1-Transport Of VirusTransport Of VirusMMP1 -0.62746629 Transport Of VirusMMP1 9.664E-31
MMP1-Transposition Rna MediatedTransposition Rna MediatedMMP1 -0.68350649 Transposition Rna MediatedMMP1 3.0733E-38
MMP1-Tricuspid Valve MorphogenesisTricuspid Valve MorphogenesisMMP1 -0.61976699 Tricuspid Valve MorphogenesisMMP1 7.9089E-30
MMP1-Tube DevelopmentTube DevelopmentMMP1 -0.61513112 Tube DevelopmentMMP1 2.7273E-29
MMP1-Tube MorphogenesisTube MorphogenesisMMP1 -0.63778172 Tube MorphogenesisMMP1 5.2625E-32
MMP1-Type I Pneumocyte DifferentiationType I Pneumocyte DifferentiationMMP1 -0.63906329 Type I Pneumocyte DifferentiationMMP1 3.6374E-32
MMP1-Vacuolar TransportVacuolar TransportMMP1 -0.61334243 Vacuolar TransportMMP1 4.3732E-29
MMP1-Vascular Associated Smooth Muscle Cell DevelopmentVascular Associated Smooth Muscle Cell DevelopmentMMP1 -0.67687321 Vascular Associated Smooth Muscle Cell DevelopmentMMP1 2.8962E-37
MMP1-Vascular Endothelial Growth Factor Receptor 2 Signaling PathwayVascular Endothelial Growth Factor Receptor 2 Signaling PathwayMMP1 -0.76593712 Vascular Endothelial Growth Factor Receptor 2 Signaling PathwayMMP1 5.9251E-53
MMP1-Vascular Endothelial Growth Factor Signaling PathwayVascular Endothelial Growth Factor Signaling PathwayMMP1 -0.61463578 Vascular Endothelial Growth Factor Signaling PathwayMMP1 3.1093E-29
MMP1-Vascular Smooth Muscle ContractionVascular Smooth Muscle ContractionMMP1 -0.62539889 Vascular Smooth Muscle ContractionMMP1 1.7093E-30
MMP1-Vasculature DevelopmentVasculature DevelopmentMMP1 -0.60757681 Vasculature DevelopmentMMP1 1.9632E-28
MMP1-VasculogenesisVasculogenesisMMP1 -0.77160099 VasculogenesisMMP1 3.4642E-54
MMP1-Vasculogenesis Involved In Coronary Vascular MorphogenesisVasculogenesis Involved In Coronary Vascular MorphogenesisMMP1 -0.69514267 Vasculogenesis Involved In Coronary Vascular MorphogenesisMMP1 5.1831E-40
MMP1-Vasopressin Regulates Renal Water Homeostasis Via AquaporinsVasopressin Regulates Renal Water Homeostasis Via AquaporinsMMP1 -0.60901328 Vasopressin Regulates Renal Water Homeostasis Via AquaporinsMMP1 1.3544E-28
MMP1-Vegf Ligand Receptor InteractionsVegf Ligand Receptor InteractionsMMP1 -0.79283054 Vegf Ligand Receptor InteractionsMMP1 3.8107E-59
MMP1-Vegfr2 Mediated Cell ProliferationVegfr2 Mediated Cell ProliferationMMP1 -0.66232639 Vegfr2 Mediated Cell ProliferationMMP1 3.246E-35
MMP1-Venous Blood Vessel DevelopmentVenous Blood Vessel DevelopmentMMP1 -0.73764293 Venous Blood Vessel DevelopmentMMP1 2.8015E-47
MMP1-Venous Blood Vessel MorphogenesisVenous Blood Vessel MorphogenesisMMP1 -0.74014162 Venous Blood Vessel MorphogenesisMMP1 9.4664E-48
MMP1-Ventricular Cardiac Muscle Tissue DevelopmentVentricular Cardiac Muscle Tissue DevelopmentMMP1 -0.67391125 Ventricular Cardiac Muscle Tissue DevelopmentMMP1 7.7382E-37
MMP1-Ventricular Cardiac Muscle Tissue MorphogenesisVentricular Cardiac Muscle Tissue MorphogenesisMMP1 -0.67167441 Ventricular Cardiac Muscle Tissue MorphogenesisMMP1 1.6132E-36
MMP1-Ventricular Septum MorphogenesisVentricular Septum MorphogenesisMMP1 -0.63572144 Ventricular Septum MorphogenesisMMP1 9.4947E-32
MMP1-Ventricular Trabecula Myocardium MorphogenesisVentricular Trabecula Myocardium MorphogenesisMMP1 -0.66007854 Ventricular Trabecula Myocardium MorphogenesisMMP1 6.5748E-35
MMP1-Vesicle DockingVesicle DockingMMP1 -0.62576746 Vesicle DockingMMP1 1.5445E-30
MMP1-Vesicle Mediated Transport To The Plasma MembraneVesicle Mediated Transport To The Plasma MembraneMMP1 -0.72244816 Vesicle Mediated Transport To The Plasma MembraneMMP1 1.5886E-44
MMP1-Vesicle OrganizationVesicle OrganizationMMP1 -0.608713 Vesicle OrganizationMMP1 1.4639E-28
MMP1-Vesicle UncoatingVesicle UncoatingMMP1 -0.72036748 Vesicle UncoatingMMP1 3.663E-44
MMP1-Viral BuddingViral Budding MMP1 -0.61619114 Viral Budding MMP1 2.0587E-29
MMP1-Viral MyocarditisViral MyocarditisMMP1 -0.61614636 Viral MyocarditisMMP1 2.0834E-29



MMP1-Virion AssemblyVirion AssemblyMMP1 -0.64465782 Virion AssemblyMMP1 7.1053E-33
MMP1-Vitamin B1 Thiamin MetabolismVitamin B1 Thiamin MetabolismMMP1 -0.66962985 Vitamin B1 Thiamin MetabolismMMP1 3.1396E-36
MMP1-Wnt Mediated Activation Of DvlWnt Mediated Activation Of DvlMMP1 -0.63113241 Wnt Mediated Activation Of DvlMMP1 3.4786E-31
MMP1-Wnt5a Dependent Internalization Of Fzd4Wnt5a Dependent Internalization Of Fzd4MMP1 -0.63336288 Wnt5a Dependent Internalization Of Fzd4MMP1 1.8556E-31
MMP1-Wound Healing Spreading Of Epidermal CellsWound Healing Spreading Of Epidermal CellsMMP1 -0.6333681 Wound Healing Spreading Of Epidermal CellsMMP1 1.8529E-31
MMP1-XenophagyXenophagy MMP1 -0.62150248 Xenophagy MMP1 4.9492E-30
MMP10-3 Phosphoadenosine 5 Phosphosulfate Metabolic Process3 Phosphoadenosine 5 Phosphosulfate Metabolic ProcessMMP10 -0.60058762 3 Phosphoadenosine 5 Phosphosulfate Metabolic ProcessMMP10 1.1639E-27
MMP10-Actin Cytoskeleton ReorganizationActin Cytoskeleton ReorganizationMMP10 -0.64458918 Actin Cytoskeleton ReorganizationMMP10 7.2506E-33
MMP10-Actin Filament Based MovementActin Filament Based MovementMMP10 -0.61534742 Actin Filament Based MovementMMP10 2.5754E-29
MMP10-Actin Filament Based ProcessActin Filament Based ProcessMMP10 -0.62583549 Actin Filament Based ProcessMMP10 1.5159E-30
MMP10-Actin Filament Based TransportActin Filament Based TransportMMP10 -0.61936414 Actin Filament Based TransportMMP10 8.8143E-30
MMP10-Actin Filament Bundle OrganizationActin Filament Bundle OrganizationMMP10 -0.65947817 Actin Filament Bundle OrganizationMMP10 7.9306E-35
MMP10-Actin Filament OrganizationActin Filament OrganizationMMP10 -0.70185818 Actin Filament OrganizationMMP10 4.4899E-41
MMP10-Activated Ntrk2 Signals Through Pi3kActivated Ntrk2 Signals Through Pi3kMMP10 -0.62623834 Activated Ntrk2 Signals Through Pi3kMMP10 1.3567E-30
MMP10-Activation Of Gtpase ActivityActivation Of Gtpase ActivityMMP10 -0.61000309 Activation Of Gtpase ActivityMMP10 1.0475E-28
MMP10-Adrenomedullin Receptor Signaling PathwayAdrenomedullin Receptor Signaling PathwayMMP10 -0.61793008 Adrenomedullin Receptor Signaling PathwayMMP10 1.2948E-29
MMP10-Angiotensin Activated Signaling PathwayAngiotensin Activated Signaling PathwayMMP10 -0.65575124 Angiotensin Activated Signaling PathwayMMP10 2.5154E-34
MMP10-Atrioventricular Node DevelopmentAtrioventricular Node DevelopmentMMP10 -0.62829158 Atrioventricular Node DevelopmentMMP10 7.6874E-31
MMP10-Autophagosome Lysosome FusionAutophagosome Lysosome FusionMMP10 -0.64886662 Autophagosome Lysosome FusionMMP10 2.0333E-33
MMP10-Axon ExtensionAxon ExtensionMMP10 -0.61018326 Axon ExtensionMMP10 9.9954E-29
MMP10-Basement Membrane AssemblyBasement Membrane AssemblyMMP10 -0.65440867 Basement Membrane AssemblyMMP10 3.7971E-34
MMP10-Blood Vessel Endothelial Cell MigrationBlood Vessel Endothelial Cell MigrationMMP10 -0.61032791 Blood Vessel Endothelial Cell MigrationMMP10 9.6261E-29
MMP10-Blood Vessel MaturationBlood Vessel MaturationMMP10 -0.61845425 Blood Vessel MaturationMMP10 1.1253E-29
MMP10-Butyrophilin Btn Family InteractionsButyrophilin Btn Family InteractionsMMP10 -0.6218812 Butyrophilin Btn Family InteractionsMMP10 4.4663E-30
MMP10-Cardiac Muscle Tissue MorphogenesisCardiac Muscle Tissue MorphogenesisMMP10 -0.60346383 Cardiac Muscle Tissue MorphogenesisMMP10 5.6252E-28
MMP10-Cargo Recognition For Clathrin Mediated EndocytosisCargo Recognition For Clathrin Mediated EndocytosisMMP10 -0.69468479 Cargo Recognition For Clathrin Mediated EndocytosisMMP10 6.1088E-40
MMP10-Catechol Containing Compound Metabolic ProcessCatechol Containing Compound Metabolic ProcessMMP10 -0.65275409 Catechol Containing Compound Metabolic ProcessMMP10 6.2896E-34
MMP10-Caveola AssemblyCaveola AssemblyMMP10 -0.70627026 Caveola AssemblyMMP10 8.6684E-42
MMP10-Caveolin Mediated EndocytosisCaveolin Mediated EndocytosisMMP10 -0.63740456 Caveolin Mediated EndocytosisMMP10 5.8649E-32
MMP10-Cd8 Positive Alpha Beta T Cell ProliferationCd8 Positive Alpha Beta T Cell ProliferationMMP10 -0.61311875 Cd8 Positive Alpha Beta T Cell ProliferationMMP10 4.6382E-29
MMP10-Cdc42 Gtpase CycleCdc42 Gtpase CycleMMP10 -0.67256653 Cdc42 Gtpase CycleMMP10 1.2044E-36
MMP10-Cell Adhesion Molecule ProductionCell Adhesion Molecule ProductionMMP10 -0.63866295 Cell Adhesion Molecule ProductionMMP10 4.083E-32
MMP10-Cell Death Signalling Via Nrage Nrif And NadeCell Death Signalling Via Nrage Nrif And NadeMMP10 -0.60849705 Cell Death Signalling Via Nrage Nrif And NadeMMP10 1.548E-28
MMP10-Cellular Response To PeptideCellular Response To PeptideMMP10 -0.60409642 Cellular Response To PeptideMMP10 4.7891E-28
MMP10-Chemical Homeostasis Within A TissueChemical Homeostasis Within A TissueMMP10 -0.62567886 Chemical Homeostasis Within A TissueMMP10 1.5826E-30
MMP10-Chemokine C X C Motif Ligand 2 ProductionChemokine C X C Motif Ligand 2 ProductionMMP10 -0.60199788 Chemokine C X C Motif Ligand 2 ProductionMMP10 8.1561E-28
MMP10-Cholesterol EffluxCholesterol EffluxMMP10 -0.61980406 Cholesterol EffluxMMP10 7.8303E-30
MMP10-Clathrin Mediated EndocytosisClathrin Mediated EndocytosisMMP10 -0.67995462 Clathrin Mediated EndocytosisMMP10 1.0291E-37
MMP10-Common Partner Smad Protein PhosphorylationCommon Partner Smad Protein PhosphorylationMMP10 -0.61403663 Common Partner Smad Protein PhosphorylationMMP10 3.6423E-29
MMP10-Cytosolic Sulfonation Of Small MoleculesCytosolic Sulfonation Of Small MoleculesMMP10 -0.62536441 Cytosolic Sulfonation Of Small MoleculesMMP10 1.7255E-30
MMP10-Defective Csf2rb Causes Smdp5Defective Csf2rb Causes Smdp5MMP10 -0.64260915 Defective Csf2rb Causes Smdp5MMP10 1.2972E-32
MMP10-Defective Lfng Causes Scdo3Defective Lfng Causes Scdo3MMP10 -0.62168734 Defective Lfng Causes Scdo3MMP10 4.7074E-30
MMP10-Detection Of VirusDetection Of VirusMMP10 -0.63633023 Detection Of VirusMMP10 7.9791E-32
MMP10-Disassembly Of The Destruction Complex And Recruitment Of Axin To The MembraneDisassembly Of The Destruction Complex And Recruitment Of Axin To The MembraneMMP10 -0.67700508 Disassembly Of The Destruction Complex And Recruitment Of Axin To The MembraneMMP10 2.7714E-37
MMP10-Diseases Associated With Surfactant MetabolismDiseases Associated With Surfactant MetabolismMMP10 -0.63942245 Diseases Associated With Surfactant MetabolismMMP10 3.2787E-32
MMP10-Dorsal Aorta MorphogenesisDorsal Aorta MorphogenesisMMP10 -0.60460134 Dorsal Aorta MorphogenesisMMP10 4.2108E-28
MMP10-Dorso Ventral Axis FormationDorso Ventral Axis FormationMMP10 -0.67046814 Dorso Ventral Axis FormationMMP10 2.391E-36
MMP10-Downstream Signal TransductionDownstream Signal TransductionMMP10 -0.60929679 Downstream Signal TransductionMMP10 1.2584E-28
MMP10-Effects Of Pip2 HydrolysisEffects Of Pip2 HydrolysisMMP10 -0.66649444 Effects Of Pip2 HydrolysisMMP10 8.6281E-36
MMP10-Embryonic HemopoiesisEmbryonic HemopoiesisMMP10 -0.6377548 Embryonic HemopoiesisMMP10 5.3034E-32



MMP10-Endocytic RecyclingEndocytic RecyclingMMP10 -0.64939308 Endocytic RecyclingMMP10 1.7363E-33
MMP10-EndocytosisEndocytosis MMP10 -0.65009295 Endocytosis MMP10 1.0125E-23
MMP10-EndocytosisEndocytosis MMP10 -0.65009295 Endocytosis MMP10 1.4069E-33
MMP10-Endosomal TransportEndosomal TransportMMP10 -0.63236122 Endosomal TransportMMP10 2.4622E-31
MMP10-Endosomal Vesicle FusionEndosomal Vesicle FusionMMP10 -0.64577676 Endosomal Vesicle FusionMMP10 5.1045E-33
MMP10-Endosome To Lysosome TransportEndosome To Lysosome TransportMMP10 -0.65382255 Endosome To Lysosome TransportMMP10 4.542E-34
MMP10-Endothelial Cell Apoptotic ProcessEndothelial Cell Apoptotic ProcessMMP10 -0.61139456 Endothelial Cell Apoptotic ProcessMMP10 7.2883E-29
MMP10-Endothelium DevelopmentEndothelium DevelopmentMMP10 -0.6245416 Endothelium DevelopmentMMP10 2.1625E-30
MMP10-EpibolyEpiboly MMP10 -0.61789075 Epiboly MMP10 1.3085E-29
MMP10-Epithelial Cell Apoptotic ProcessEpithelial Cell Apoptotic ProcessMMP10 -0.65318322 Epithelial Cell Apoptotic ProcessMMP10 5.5196E-34
MMP10-Erythropoietin Activates Phosphoinositide 3 Kinase Pi3kErythropoietin Activates Phosphoinositide 3 Kinase Pi3kMMP10 -0.60860369 Erythropoietin Activates Phosphoinositide 3 Kinase Pi3kMMP10 1.5059E-28
MMP10-Establishment Of Protein Localization To Plasma MembraneEstablishment Of Protein Localization To Plasma MembraneMMP10 -0.60760815 Establishment Of Protein Localization To Plasma MembraneMMP10 1.9474E-28
MMP10-Filopodium AssemblyFilopodium AssemblyMMP10 -0.66288153 Filopodium AssemblyMMP10 2.7242E-35
MMP10-G Alpha 12 13 Signalling EventsG Alpha 12 13 Signalling EventsMMP10 -0.62817791 G Alpha 12 13 Signalling EventsMMP10 7.9338E-31
MMP10-G Protein Coupled Acetylcholine Receptor Signaling PathwayG Protein Coupled Acetylcholine Receptor Signaling PathwayMMP10 -0.61449882 G Protein Coupled Acetylcholine Receptor Signaling PathwayMMP10 3.2239E-29
MMP10-Glutamate Receptor Signaling PathwayGlutamate Receptor Signaling PathwayMMP10 -0.61284686 Glutamate Receptor Signaling PathwayMMP10 4.9818E-29
MMP10-Glycerolipid Metabolic ProcessGlycerolipid Metabolic ProcessMMP10 -0.64886436 Glycerolipid Metabolic ProcessMMP10 2.0347E-33
MMP10-Glycerophospholipid Metabolic ProcessGlycerophospholipid Metabolic ProcessMMP10 -0.62260571 Glycerophospholipid Metabolic ProcessMMP10 3.6683E-30
MMP10-Golgi To Plasma Membrane TransportGolgi To Plasma Membrane TransportMMP10 -0.65143569 Golgi To Plasma Membrane TransportMMP10 9.3816E-34
MMP10-Histamine SecretionHistamine SecretionMMP10 -0.60356783 Histamine SecretionMMP10 5.4785E-28
MMP10-Integration Of Energy MetabolismIntegration Of Energy MetabolismMMP10 -0.64242656 Integration Of Energy MetabolismMMP10 1.3684E-32
MMP10-Interferon Gamma Mediated Signaling PathwayInterferon Gamma Mediated Signaling PathwayMMP10 -0.61607483 Interferon Gamma Mediated Signaling PathwayMMP10 2.1233E-29
MMP10-Isg15 Protein ConjugationIsg15 Protein ConjugationMMP10 -0.6004839 Isg15 Protein ConjugationMMP10 1.1947E-27
MMP10-Lamellipodium OrganizationLamellipodium OrganizationMMP10 -0.60285484 Lamellipodium OrganizationMMP10 6.5655E-28
MMP10-Ligand Gated Ion Channel Signaling PathwayLigand Gated Ion Channel Signaling PathwayMMP10 -0.61941075 Ligand Gated Ion Channel Signaling PathwayMMP10 8.7046E-30
MMP10-Lipid TranslocationLipid TranslocationMMP10 -0.62141595 Lipid TranslocationMMP10 5.0666E-30
MMP10-Localization Within MembraneLocalization Within MembraneMMP10 -0.62611666 Localization Within MembraneMMP10 1.4029E-30
MMP10-Long Term MemoryLong Term MemoryMMP10 -0.605512 Long Term MemoryMMP10 3.3367E-28
MMP10-Long Term Synaptic PotentiationLong Term Synaptic PotentiationMMP10 -0.61622085 Long Term Synaptic PotentiationMMP10 2.0425E-29
MMP10-Lymph Vessel DevelopmentLymph Vessel DevelopmentMMP10 -0.65463511 Lymph Vessel DevelopmentMMP10 3.5429E-34
MMP10-Lymph Vessel MorphogenesisLymph Vessel MorphogenesisMMP10 -0.63657822 Lymph Vessel MorphogenesisMMP10 7.4326E-32
MMP10-LymphangiogenesisLymphangiogenesisMMP10 -0.6273281 LymphangiogenesisMMP10 1.0041E-30
MMP10-Lysosomal TransportLysosomal TransportMMP10 -0.65399475 Lysosomal TransportMMP10 4.3093E-34
MMP10-Mast Cell MigrationMast Cell MigrationMMP10 -0.60022329 Mast Cell MigrationMMP10 1.2755E-27
MMP10-Membrane FusionMembrane FusionMMP10 -0.60738279 Membrane FusionMMP10 2.0639E-28
MMP10-Membrane Raft AssemblyMembrane Raft AssemblyMMP10 -0.68232979 Membrane Raft AssemblyMMP10 4.5953E-38
MMP10-Membrane Raft OrganizationMembrane Raft OrganizationMMP10 -0.72135961 Membrane Raft OrganizationMMP10 2.4617E-44
MMP10-Met Activates Rap1 And Rac1Met Activates Rap1 And Rac1MMP10 -0.60244206 Met Activates Rap1 And Rac1MMP10 7.2893E-28
MMP10-Morphogenesis Of An Epithelial SheetMorphogenesis Of An Epithelial SheetMMP10 -0.62964679 Morphogenesis Of An Epithelial SheetMMP10 5.2715E-31
MMP10-Natural Killer Cell Cytokine ProductionNatural Killer Cell Cytokine ProductionMMP10 -0.61678586 Natural Killer Cell Cytokine ProductionMMP10 1.7574E-29
MMP10-Negative Regulation Of Actin Filament Bundle AssemblyNegative Regulation Of Actin Filament Bundle AssemblyMMP10 -0.68320265 Negative Regulation Of Actin Filament Bundle AssemblyMMP10 3.4103E-38
MMP10-Negative Regulation Of Blood Vessel Endothelial Cell MigrationNegative Regulation Of Blood Vessel Endothelial Cell MigrationMMP10 -0.64055085 Negative Regulation Of Blood Vessel Endothelial Cell MigrationMMP10 2.364E-32
MMP10-Negative Regulation Of Cell Adhesion Molecule ProductionNegative Regulation Of Cell Adhesion Molecule ProductionMMP10 -0.62570867 Negative Regulation Of Cell Adhesion Molecule ProductionMMP10 1.5697E-30
MMP10-Negative Regulation Of Cell Migration Involved In Sprouting AngiogenesisNegative Regulation Of Cell Migration Involved In Sprouting AngiogenesisMMP10 -0.66120545 Negative Regulation Of Cell Migration Involved In Sprouting AngiogenesisMMP10 4.6189E-35
MMP10-Negative Regulation Of Cellular Response To Insulin StimulusNegative Regulation Of Cellular Response To Insulin StimulusMMP10 -0.60878691 Negative Regulation Of Cellular Response To Insulin StimulusMMP10 1.4361E-28
MMP10-Negative Regulation Of Chemokine C X C Motif Ligand 2 ProductionNegative Regulation Of Chemokine C X C Motif Ligand 2 ProductionMMP10 -0.64816839 Negative Regulation Of Chemokine C X C Motif Ligand 2 ProductionMMP10 2.5058E-33
MMP10-Negative Regulation Of Dendrite MorphogenesisNegative Regulation Of Dendrite MorphogenesisMMP10 -0.63062286 Negative Regulation Of Dendrite MorphogenesisMMP10 4.0127E-31
MMP10-Negative Regulation Of Endothelial Cell DifferentiationNegative Regulation Of Endothelial Cell DifferentiationMMP10 -0.63651767 Negative Regulation Of Endothelial Cell DifferentiationMMP10 7.5625E-32
MMP10-Negative Regulation Of Endothelial Cell ProliferationNegative Regulation Of Endothelial Cell ProliferationMMP10 -0.60541059 Negative Regulation Of Endothelial Cell ProliferationMMP10 3.4244E-28
MMP10-Negative Regulation Of Epithelial Cell MigrationNegative Regulation Of Epithelial Cell MigrationMMP10 -0.62517914 Negative Regulation Of Epithelial Cell MigrationMMP10 1.8156E-30



MMP10-Negative Regulation Of Interleukin 1 Beta ProductionNegative Regulation Of Interleukin 1 Beta ProductionMMP10 -0.61422338 Negative Regulation Of Interleukin 1 Beta ProductionMMP10 3.4671E-29
MMP10-Negative Regulation Of Interleukin 1 ProductionNegative Regulation Of Interleukin 1 ProductionMMP10 -0.62575883 Negative Regulation Of Interleukin 1 ProductionMMP10 1.5482E-30
MMP10-Negative Regulation Of Kinase ActivityNegative Regulation Of Kinase ActivityMMP10 -0.6209184 Negative Regulation Of Kinase ActivityMMP10 5.7969E-30
MMP10-Negative Regulation Of Lipid Kinase ActivityNegative Regulation Of Lipid Kinase ActivityMMP10 -0.64444507 Negative Regulation Of Lipid Kinase ActivityMMP10 7.5652E-33
MMP10-Negative Regulation Of Long Term Synaptic PotentiationNegative Regulation Of Long Term Synaptic PotentiationMMP10 -0.65223896 Negative Regulation Of Long Term Synaptic PotentiationMMP10 7.3549E-34
MMP10-Negative Regulation Of Membrane PermeabilityNegative Regulation Of Membrane PermeabilityMMP10 -0.64775859 Negative Regulation Of Membrane PermeabilityMMP10 2.8319E-33
MMP10-Negative Regulation Of Necrotic Cell DeathNegative Regulation Of Necrotic Cell DeathMMP10 -0.67719903 Negative Regulation Of Necrotic Cell DeathMMP10 2.5976E-37
MMP10-Negative Regulation Of Organ GrowthNegative Regulation Of Organ GrowthMMP10 -0.63919934 Negative Regulation Of Organ GrowthMMP10 3.4972E-32
MMP10-Negative Regulation Of Phosphorus Metabolic ProcessNegative Regulation Of Phosphorus Metabolic ProcessMMP10 -0.60914026 Negative Regulation Of Phosphorus Metabolic ProcessMMP10 1.3105E-28
MMP10-Negative Regulation Of Programmed Necrotic Cell DeathNegative Regulation Of Programmed Necrotic Cell DeathMMP10 -0.68751796 Negative Regulation Of Programmed Necrotic Cell DeathMMP10 7.6875E-39
MMP10-Negative Regulation Of Response To Cytokine StimulusNegative Regulation Of Response To Cytokine StimulusMMP10 -0.65182988 Negative Regulation Of Response To Cytokine StimulusMMP10 8.3262E-34
MMP10-Negative Regulation Of Response To Interferon GammaNegative Regulation Of Response To Interferon GammaMMP10 -0.60047154 Negative Regulation Of Response To Interferon GammaMMP10 1.1984E-27
MMP10-Negative Regulation Of Secondary Metabolite Biosynthetic ProcessNegative Regulation Of Secondary Metabolite Biosynthetic ProcessMMP10 -0.64338096 Negative Regulation Of Secondary Metabolite Biosynthetic ProcessMMP10 1.0345E-32
MMP10-Negative Regulation Of Small Gtpase Mediated Signal TransductionNegative Regulation Of Small Gtpase Mediated Signal TransductionMMP10 -0.72641022 Negative Regulation Of Small Gtpase Mediated Signal TransductionMMP10 3.1689E-45
MMP10-Negative Regulation Of Vascular PermeabilityNegative Regulation Of Vascular PermeabilityMMP10 -0.64036061 Negative Regulation Of Vascular PermeabilityMMP10 2.4983E-32
MMP10-Negative Regulation Of Vasculature DevelopmentNegative Regulation Of Vasculature DevelopmentMMP10 -0.64824075 Negative Regulation Of Vasculature DevelopmentMMP10 2.4522E-33
MMP10-Neuron Projection Extension Involved In Neuron Projection GuidanceNeuron Projection Extension Involved In Neuron Projection GuidanceMMP10 -0.60198227 Neuron Projection Extension Involved In Neuron Projection GuidanceMMP10 8.1884E-28
MMP10-Nostrin Mediated Enos TraffickingNostrin Mediated Enos TraffickingMMP10 -0.6849721 Nostrin Mediated Enos TraffickingMMP10 1.8572E-38
MMP10-Oncogenic Mapk SignalingOncogenic Mapk SignalingMMP10 -0.60139366 Oncogenic Mapk SignalingMMP10 9.5004E-28
MMP10-Organelle FusionOrganelle FusionMMP10 -0.62755176 Organelle FusionMMP10 9.438E-31
MMP10-Organelle Membrane FusionOrganelle Membrane FusionMMP10 -0.66824128 Organelle Membrane FusionMMP10 4.9201E-36
MMP10-ParturitionParturition MMP10 -0.61295053 Parturition MMP10 4.8479E-29
MMP10-Phosphatidylinositol Metabolic ProcessPhosphatidylinositol Metabolic ProcessMMP10 -0.61290562 Phosphatidylinositol Metabolic ProcessMMP10 4.9055E-29
MMP10-Phospholipase C Activating G Protein Coupled Receptor Signaling PathwayPhospholipase C Activating G Protein Coupled Receptor Signaling PathwayMMP10 -0.65402029 Phospholipase C Activating G Protein Coupled Receptor Signaling PathwayMMP10 4.2758E-34
MMP10-Plasma Membrane OrganizationPlasma Membrane OrganizationMMP10 -0.61008014 Plasma Membrane OrganizationMMP10 1.0267E-28
MMP10-Plasma Membrane Phospholipid ScramblingPlasma Membrane Phospholipid ScramblingMMP10 -0.64618388 Plasma Membrane Phospholipid ScramblingMMP10 4.5242E-33
MMP10-Plasma Membrane Raft AssemblyPlasma Membrane Raft AssemblyMMP10 -0.68372459 Plasma Membrane Raft AssemblyMMP10 2.8519E-38
MMP10-Plasma Membrane Raft OrganizationPlasma Membrane Raft OrganizationMMP10 -0.6621447 Plasma Membrane Raft OrganizationMMP10 3.4374E-35
MMP10-Positive Regulation Of Actin Filament Bundle AssemblyPositive Regulation Of Actin Filament Bundle AssemblyMMP10 -0.65924285 Positive Regulation Of Actin Filament Bundle AssemblyMMP10 8.5343E-35
MMP10-Positive Regulation Of Cd4 Positive Alpha Beta T Cell ProliferationPositive Regulation Of Cd4 Positive Alpha Beta T Cell ProliferationMMP10 -0.6522078 Positive Regulation Of Cd4 Positive Alpha Beta T Cell ProliferationMMP10 7.4248E-34
MMP10-Positive Regulation Of Cell Matrix AdhesionPositive Regulation Of Cell Matrix AdhesionMMP10 -0.6730326 Positive Regulation Of Cell Matrix AdhesionMMP10 1.0335E-36
MMP10-Positive Regulation Of Cell Migration By Vascular Endothelial Growth Factor Signaling PathwayPositive Regulation Of Cell Migration By Vascular Endothelial Growth Factor Signaling PathwayMMP10 -0.67381628 Positive Regulation Of Cell Migration By Vascular Endothelial Growth Factor Signaling PathwayMMP10 7.9844E-37
MMP10-Positive Regulation Of Cell Substrate AdhesionPositive Regulation Of Cell Substrate AdhesionMMP10 -0.67720387 Positive Regulation Of Cell Substrate AdhesionMMP10 2.5934E-37
MMP10-Positive Regulation Of Cell Substrate Junction OrganizationPositive Regulation Of Cell Substrate Junction OrganizationMMP10 -0.64526611 Positive Regulation Of Cell Substrate Junction OrganizationMMP10 5.9371E-33
MMP10-Positive Regulation Of Cellular Component BiogenesisPositive Regulation Of Cellular Component BiogenesisMMP10 -0.64491802 Positive Regulation Of Cellular Component BiogenesisMMP10 6.5801E-33
MMP10-Positive Regulation Of Cellular Component OrganizationPositive Regulation Of Cellular Component OrganizationMMP10 -0.61483726 Positive Regulation Of Cellular Component OrganizationMMP10 2.9479E-29
MMP10-Positive Regulation Of Cholesterol EffluxPositive Regulation Of Cholesterol EffluxMMP10 -0.68599822 Positive Regulation Of Cholesterol EffluxMMP10 1.303E-38
MMP10-Positive Regulation Of Cholesterol StoragePositive Regulation Of Cholesterol StorageMMP10 -0.60917723 Positive Regulation Of Cholesterol StorageMMP10 1.298E-28
MMP10-Positive Regulation Of Cytoskeleton OrganizationPositive Regulation Of Cytoskeleton OrganizationMMP10 -0.66058054 Positive Regulation Of Cytoskeleton OrganizationMMP10 5.619E-35
MMP10-Positive Regulation Of Deacetylase ActivityPositive Regulation Of Deacetylase ActivityMMP10 -0.61374439 Positive Regulation Of Deacetylase ActivityMMP10 3.934E-29
MMP10-Positive Regulation Of DephosphorylationPositive Regulation Of DephosphorylationMMP10 -0.61215998 Positive Regulation Of DephosphorylationMMP10 5.9655E-29
MMP10-Positive Regulation Of Endocytic RecyclingPositive Regulation Of Endocytic RecyclingMMP10 -0.60438305 Positive Regulation Of Endocytic RecyclingMMP10 4.4518E-28
MMP10-Positive Regulation Of EndocytosisPositive Regulation Of EndocytosisMMP10 -0.64352038 Positive Regulation Of EndocytosisMMP10 9.9305E-33
MMP10-Positive Regulation Of Endothelial Cell Chemotaxis By Vegf Activated Vascular Endothelial Growth Factor Receptor Signaling PathwayPositive Regulation Of Endothelial Cell Chemotaxis By Vegf Activated Vascular Endothelial Growth Factor Receptor Signaling PathwayMMP10 -0.64649798 Positive Regulation Of Endothelial Cell Chemotaxis By Vegf Activated Vascular Endothelial Growth Factor Receptor Signaling PathwayMMP10 4.1215E-33
MMP10-Positive Regulation Of Endothelial Cell MigrationPositive Regulation Of Endothelial Cell MigrationMMP10 -0.60565475 Positive Regulation Of Endothelial Cell MigrationMMP10 3.2169E-28
MMP10-Positive Regulation Of Epithelial Cell MigrationPositive Regulation Of Epithelial Cell MigrationMMP10 -0.63417859 Positive Regulation Of Epithelial Cell MigrationMMP10 1.4728E-31
MMP10-Positive Regulation Of Filopodium AssemblyPositive Regulation Of Filopodium AssemblyMMP10 -0.60929403 Positive Regulation Of Filopodium AssemblyMMP10 1.2593E-28
MMP10-Positive Regulation Of GrowthPositive Regulation Of GrowthMMP10 -0.6158751 Positive Regulation Of GrowthMMP10 2.239E-29
MMP10-Positive Regulation Of Gtpase ActivityPositive Regulation Of Gtpase ActivityMMP10 -0.64883427 Positive Regulation Of Gtpase ActivityMMP10 2.0531E-33
MMP10-Positive Regulation Of Histone Deacetylase ActivityPositive Regulation Of Histone Deacetylase ActivityMMP10 -0.66321385 Positive Regulation Of Histone Deacetylase ActivityMMP10 2.4525E-35



MMP10-Positive Regulation Of Jun Kinase ActivityPositive Regulation Of Jun Kinase ActivityMMP10 -0.61812624 Positive Regulation Of Jun Kinase ActivityMMP10 1.2286E-29
MMP10-Positive Regulation Of Lipase ActivityPositive Regulation Of Lipase ActivityMMP10 -0.62438009 Positive Regulation Of Lipase ActivityMMP10 2.2603E-30
MMP10-Positive Regulation Of Mast Cell ChemotaxisPositive Regulation Of Mast Cell ChemotaxisMMP10 -0.62299643 Positive Regulation Of Mast Cell ChemotaxisMMP10 3.2981E-30
MMP10-Positive Regulation Of Natural Killer Cell ActivationPositive Regulation Of Natural Killer Cell ActivationMMP10 -0.60587231 Positive Regulation Of Natural Killer Cell ActivationMMP10 3.0425E-28
MMP10-Positive Regulation Of Natural Killer Cell DifferentiationPositive Regulation Of Natural Killer Cell DifferentiationMMP10 -0.63402301 Positive Regulation Of Natural Killer Cell DifferentiationMMP10 1.5392E-31
MMP10-Positive Regulation Of Nucleotide Binding Oligomerization Domain Containing Signaling PathwayPositive Regulation Of Nucleotide Binding Oligomerization Domain Containing Signaling PathwayMMP10 -0.61419832 Positive Regulation Of Nucleotide Binding Oligomerization Domain Containing Signaling PathwayMMP10 3.4901E-29
MMP10-Positive Regulation Of Penile ErectionPositive Regulation Of Penile ErectionMMP10 -0.60253314 Positive Regulation Of Penile ErectionMMP10 7.1231E-28
MMP10-Positive Regulation Of Phospholipase A2 ActivityPositive Regulation Of Phospholipase A2 ActivityMMP10 -0.61857096 Positive Regulation Of Phospholipase A2 ActivityMMP10 1.0906E-29
MMP10-Positive Regulation Of Phosphorus Metabolic ProcessPositive Regulation Of Phosphorus Metabolic ProcessMMP10 -0.60660844 Positive Regulation Of Phosphorus Metabolic ProcessMMP10 2.5189E-28
MMP10-Positive Regulation Of Protein BindingPositive Regulation Of Protein BindingMMP10 -0.64186596 Positive Regulation Of Protein BindingMMP10 1.6119E-32
MMP10-Positive Regulation Of Protein Kinase C SignalingPositive Regulation Of Protein Kinase C SignalingMMP10 -0.66533083 Positive Regulation Of Protein Kinase C SignalingMMP10 1.2517E-35
MMP10-Positive Regulation Of Protein Modification ProcessPositive Regulation Of Protein Modification ProcessMMP10 -0.60454834 Positive Regulation Of Protein Modification ProcessMMP10 4.2681E-28
MMP10-Positive Regulation Of Protein PolymerizationPositive Regulation Of Protein PolymerizationMMP10 -0.62736843 Positive Regulation Of Protein PolymerizationMMP10 9.9294E-31
MMP10-Positive Regulation Of Receptor Catabolic ProcessPositive Regulation Of Receptor Catabolic ProcessMMP10 -0.64491627 Positive Regulation Of Receptor Catabolic ProcessMMP10 6.5835E-33
MMP10-Positive Regulation Of Sterol TransportPositive Regulation Of Sterol TransportMMP10 -0.65288619 Positive Regulation Of Sterol TransportMMP10 6.0419E-34
MMP10-Positive Regulation Of Stress Fiber AssemblyPositive Regulation Of Stress Fiber AssemblyMMP10 -0.64666169 Positive Regulation Of Stress Fiber AssemblyMMP10 3.9259E-33
MMP10-Positive Regulation Of Supramolecular Fiber OrganizationPositive Regulation Of Supramolecular Fiber OrganizationMMP10 -0.66665996 Positive Regulation Of Supramolecular Fiber OrganizationMMP10 8.1822E-36
MMP10-Positive Regulation Of T Helper 2 Cell Cytokine ProductionPositive Regulation Of T Helper 2 Cell Cytokine ProductionMMP10 -0.60510659 Positive Regulation Of T Helper 2 Cell Cytokine ProductionMMP10 3.7012E-28
MMP10-Positive Regulation Of TransportPositive Regulation Of TransportMMP10 -0.62414483 Positive Regulation Of TransportMMP10 2.4106E-30
MMP10-Positive Regulation Of Triglyceride Lipase ActivityPositive Regulation Of Triglyceride Lipase ActivityMMP10 -0.61538587 Positive Regulation Of Triglyceride Lipase ActivityMMP10 2.5493E-29
MMP10-Positive Regulation Of Urine VolumePositive Regulation Of Urine VolumeMMP10 -0.61448591 Positive Regulation Of Urine VolumeMMP10 3.2349E-29
MMP10-Positive Regulation Of VasculogenesisPositive Regulation Of VasculogenesisMMP10 -0.68461242 Positive Regulation Of VasculogenesisMMP10 2.1021E-38
MMP10-Post Embryonic Camera Type Eye DevelopmentPost Embryonic Camera Type Eye DevelopmentMMP10 -0.60842038 Post Embryonic Camera Type Eye DevelopmentMMP10 1.579E-28
MMP10-Primitive HemopoiesisPrimitive HemopoiesisMMP10 -0.66702424 Primitive HemopoiesisMMP10 7.2795E-36
MMP10-Protein AutophosphorylationProtein AutophosphorylationMMP10 -0.6176061 Protein AutophosphorylationMMP10 1.412E-29
MMP10-Protein Kinase C SignalingProtein Kinase C SignalingMMP10 -0.62442935 Protein Kinase C SignalingMMP10 2.23E-30
MMP10-Protein Localization To Cell PeripheryProtein Localization To Cell PeripheryMMP10 -0.65821449 Protein Localization To Cell PeripheryMMP10 1.1751E-34
MMP10-Protein Localization To Plasma MembraneProtein Localization To Plasma MembraneMMP10 -0.66889965 Protein Localization To Plasma MembraneMMP10 3.9774E-36
MMP10-Rab Regulation Of TraffickingRab Regulation Of TraffickingMMP10 -0.62502008 Rab Regulation Of TraffickingMMP10 1.8966E-30
MMP10-Rac Protein Signal TransductionRac Protein Signal TransductionMMP10 -0.6502118 Rac Protein Signal TransductionMMP10 1.3574E-33
MMP10-Rac1 Gtpase CycleRac1 Gtpase CycleMMP10 -0.68587825 Rac1 Gtpase CycleMMP10 1.3582E-38
MMP10-Rac3 Gtpase CycleRac3 Gtpase CycleMMP10 -0.62964307 Rac3 Gtpase CycleMMP10 5.277E-31
MMP10-Ras Protein Signal TransductionRas Protein Signal TransductionMMP10 -0.67859041 Ras Protein Signal TransductionMMP10 1.6296E-37
MMP10-Receptor Mediated Endocytosis Involved In Cholesterol TransportReceptor Mediated Endocytosis Involved In Cholesterol TransportMMP10 -0.60396942 Receptor Mediated Endocytosis Involved In Cholesterol TransportMMP10 4.9465E-28
MMP10-Receptor Metabolic ProcessReceptor Metabolic ProcessMMP10 -0.61623694 Receptor Metabolic ProcessMMP10 2.0338E-29
MMP10-Recognition Of Apoptotic CellRecognition Of Apoptotic CellMMP10 -0.61797501 Recognition Of Apoptotic CellMMP10 1.2794E-29
MMP10-Regulation Of Actin Cytoskeleton ReorganizationRegulation Of Actin Cytoskeleton ReorganizationMMP10 -0.61957095 Regulation Of Actin Cytoskeleton ReorganizationMMP10 8.3374E-30
MMP10-Regulation Of Actin Filament Based ProcessRegulation Of Actin Filament Based ProcessMMP10 -0.6798266 Regulation Of Actin Filament Based ProcessMMP10 1.0746E-37
MMP10-Regulation Of Actin Filament Bundle AssemblyRegulation Of Actin Filament Bundle AssemblyMMP10 -0.70246123 Regulation Of Actin Filament Bundle AssemblyMMP10 3.5924E-41
MMP10-Regulation Of Actin Filament OrganizationRegulation Of Actin Filament OrganizationMMP10 -0.69722864 Regulation Of Actin Filament OrganizationMMP10 2.442E-40
MMP10-Regulation Of Actomyosin Structure OrganizationRegulation Of Actomyosin Structure OrganizationMMP10 -0.68030919 Regulation Of Actomyosin Structure OrganizationMMP10 9.1285E-38
MMP10-Regulation Of Adherens Junction OrganizationRegulation Of Adherens Junction OrganizationMMP10 -0.60792768 Regulation Of Adherens Junction OrganizationMMP10 1.7934E-28
MMP10-Regulation Of Anatomical Structure MorphogenesisRegulation Of Anatomical Structure MorphogenesisMMP10 -0.60881753 Regulation Of Anatomical Structure MorphogenesisMMP10 1.4248E-28
MMP10-Regulation Of Anatomical Structure SizeRegulation Of Anatomical Structure SizeMMP10 -0.62794365 Regulation Of Anatomical Structure SizeMMP10 8.4666E-31
MMP10-Regulation Of Blood Brain Barrier PermeabilityRegulation Of Blood Brain Barrier PermeabilityMMP10 -0.64305939 Regulation Of Blood Brain Barrier PermeabilityMMP10 1.1369E-32
MMP10-Regulation Of Blood Vessel RemodelingRegulation Of Blood Vessel RemodelingMMP10 -0.61694511 Regulation Of Blood Vessel RemodelingMMP10 1.6844E-29
MMP10-Regulation Of Cardioblast DifferentiationRegulation Of Cardioblast DifferentiationMMP10 -0.67209298 Regulation Of Cardioblast DifferentiationMMP10 1.4067E-36
MMP10-Regulation Of Cell Matrix AdhesionRegulation Of Cell Matrix AdhesionMMP10 -0.60379896 Regulation Of Cell Matrix AdhesionMMP10 5.1658E-28
MMP10-Regulation Of Cell MorphogenesisRegulation Of Cell MorphogenesisMMP10 -0.62346518 Regulation Of Cell MorphogenesisMMP10 2.9025E-30
MMP10-Regulation Of Cell ShapeRegulation Of Cell ShapeMMP10 -0.64223752 Regulation Of Cell ShapeMMP10 1.4461E-32



MMP10-Regulation Of Cell SizeRegulation Of Cell SizeMMP10 -0.63208387 Regulation Of Cell SizeMMP10 2.6623E-31
MMP10-Regulation Of Cell Substrate AdhesionRegulation Of Cell Substrate AdhesionMMP10 -0.63720617 Regulation Of Cell Substrate AdhesionMMP10 6.2085E-32
MMP10-Regulation Of Cell Substrate Junction OrganizationRegulation Of Cell Substrate Junction OrganizationMMP10 -0.6203897 Regulation Of Cell Substrate Junction OrganizationMMP10 6.6868E-30
MMP10-Regulation Of Cellular Component BiogenesisRegulation Of Cellular Component BiogenesisMMP10 -0.65965149 Regulation Of Cellular Component BiogenesisMMP10 7.5131E-35
MMP10-Regulation Of Cellular Component SizeRegulation Of Cellular Component SizeMMP10 -0.67973014 Regulation Of Cellular Component SizeMMP10 1.1101E-37
MMP10-Regulation Of Cellular Protein Catabolic ProcessRegulation Of Cellular Protein Catabolic ProcessMMP10 -0.63252659 Regulation Of Cellular Protein Catabolic ProcessMMP10 2.3501E-31
MMP10-Regulation Of Cholesterol EffluxRegulation Of Cholesterol EffluxMMP10 -0.6668722 Regulation Of Cholesterol EffluxMMP10 7.6437E-36
MMP10-Regulation Of Cytoskeleton OrganizationRegulation Of Cytoskeleton OrganizationMMP10 -0.63588985 Regulation Of Cytoskeleton OrganizationMMP10 9.0491E-32
MMP10-Regulation Of DephosphorylationRegulation Of DephosphorylationMMP10 -0.61022123 Regulation Of DephosphorylationMMP10 9.8971E-29
MMP10-Regulation Of Dna Binding Transcription Factor ActivityRegulation Of Dna Binding Transcription Factor ActivityMMP10 -0.62799157 Regulation Of Dna Binding Transcription Factor ActivityMMP10 8.3549E-31
MMP10-Regulation Of Endothelial Cell MigrationRegulation Of Endothelial Cell MigrationMMP10 -0.65258648 Regulation Of Endothelial Cell MigrationMMP10 6.6183E-34
MMP10-Regulation Of Epithelial Cell Apoptotic ProcessRegulation Of Epithelial Cell Apoptotic ProcessMMP10 -0.62721627 Regulation Of Epithelial Cell Apoptotic ProcessMMP10 1.0356E-30
MMP10-Regulation Of Epithelial Cell MigrationRegulation Of Epithelial Cell MigrationMMP10 -0.64882985 Regulation Of Epithelial Cell MigrationMMP10 2.0558E-33
MMP10-Regulation Of Extent Of Cell GrowthRegulation Of Extent Of Cell GrowthMMP10 -0.60269608 Regulation Of Extent Of Cell GrowthMMP10 6.8351E-28
MMP10-Regulation Of Filopodium AssemblyRegulation Of Filopodium AssemblyMMP10 -0.62672463 Regulation Of Filopodium AssemblyMMP10 1.1864E-30
MMP10-Regulation Of G Protein Coupled Receptor Signaling PathwayRegulation Of G Protein Coupled Receptor Signaling PathwayMMP10 -0.63545773 Regulation Of G Protein Coupled Receptor Signaling PathwayMMP10 1.0236E-31
MMP10-Regulation Of Glomerular FiltrationRegulation Of Glomerular FiltrationMMP10 -0.61330554 Regulation Of Glomerular FiltrationMMP10 4.4159E-29
MMP10-Regulation Of Glutamine Family Amino Acid Metabolic ProcessRegulation Of Glutamine Family Amino Acid Metabolic ProcessMMP10 -0.66686057 Regulation Of Glutamine Family Amino Acid Metabolic ProcessMMP10 7.6722E-36
MMP10-Regulation Of Gtpase ActivityRegulation Of Gtpase ActivityMMP10 -0.62726665 Regulation Of Gtpase ActivityMMP10 1.0213E-30
MMP10-Regulation Of Heart InductionRegulation Of Heart InductionMMP10 -0.60526042 Regulation Of Heart InductionMMP10 3.5584E-28
MMP10-Regulation Of Histamine Secretion By Mast CellRegulation Of Histamine Secretion By Mast CellMMP10 -0.61529005 Regulation Of Histamine Secretion By Mast CellMMP10 2.6149E-29
MMP10-Regulation Of Lipid Kinase ActivityRegulation Of Lipid Kinase ActivityMMP10 -0.61040846 Regulation Of Lipid Kinase ActivityMMP10 9.4263E-29
MMP10-Regulation Of Lipid Metabolism By PparalphaRegulation Of Lipid Metabolism By PparalphaMMP10 -0.63093113 Regulation Of Lipid Metabolism By PparalphaMMP10 3.6806E-31
MMP10-Regulation Of Long Term Synaptic DepressionRegulation Of Long Term Synaptic DepressionMMP10 -0.63441925 Regulation Of Long Term Synaptic DepressionMMP10 1.3755E-31
MMP10-Regulation Of Long Term Synaptic PotentiationRegulation Of Long Term Synaptic PotentiationMMP10 -0.65881956 Regulation Of Long Term Synaptic PotentiationMMP10 9.7367E-35
MMP10-Regulation Of Mast Cell ChemotaxisRegulation Of Mast Cell ChemotaxisMMP10 -0.66278285 Regulation Of Mast Cell ChemotaxisMMP10 2.8105E-35
MMP10-Regulation Of Membrane DepolarizationRegulation Of Membrane DepolarizationMMP10 -0.60871025 Regulation Of Membrane DepolarizationMMP10 1.4649E-28
MMP10-Regulation Of Phosphorus Metabolic ProcessRegulation Of Phosphorus Metabolic ProcessMMP10 -0.60959117 Regulation Of Phosphorus Metabolic ProcessMMP10 1.1658E-28
MMP10-Regulation Of Protein Containing Complex AssemblyRegulation Of Protein Containing Complex AssemblyMMP10 -0.65319834 Regulation Of Protein Containing Complex AssemblyMMP10 5.4943E-34
MMP10-Regulation Of Protein DeacetylationRegulation Of Protein DeacetylationMMP10 -0.60263336 Regulation Of Protein DeacetylationMMP10 6.9445E-28
MMP10-Regulation Of Protein DephosphorylationRegulation Of Protein DephosphorylationMMP10 -0.628194 Regulation Of Protein DephosphorylationMMP10 7.8985E-31
MMP10-Regulation Of Protein Kinase A SignalingRegulation Of Protein Kinase A SignalingMMP10 -0.60838298 Regulation Of Protein Kinase A SignalingMMP10 1.5944E-28
MMP10-Regulation Of Protein Kinase C SignalingRegulation Of Protein Kinase C SignalingMMP10 -0.6794877 Regulation Of Protein Kinase C SignalingMMP10 1.2048E-37
MMP10-Regulation Of Protein Modification ProcessRegulation Of Protein Modification ProcessMMP10 -0.61011504 Regulation Of Protein Modification ProcessMMP10 1.0174E-28
MMP10-Regulation Of Protein PolymerizationRegulation Of Protein PolymerizationMMP10 -0.63835562 Regulation Of Protein PolymerizationMMP10 4.4613E-32
MMP10-Regulation Of Rac Protein Signal TransductionRegulation Of Rac Protein Signal TransductionMMP10 -0.61081681 Regulation Of Rac Protein Signal TransductionMMP10 8.4748E-29
MMP10-Regulation Of Ras Protein Signal TransductionRegulation Of Ras Protein Signal TransductionMMP10 -0.67375671 Regulation Of Ras Protein Signal TransductionMMP10 8.1428E-37
MMP10-Regulation Of Retinal Ganglion Cell Axon GuidanceRegulation Of Retinal Ganglion Cell Axon GuidanceMMP10 -0.66244616 Regulation Of Retinal Ganglion Cell Axon GuidanceMMP10 3.1257E-35
MMP10-Regulation Of Rho Protein Signal TransductionRegulation Of Rho Protein Signal TransductionMMP10 -0.66931452 Regulation Of Rho Protein Signal TransductionMMP10 3.4776E-36
MMP10-Regulation Of Skeletal Muscle Tissue RegenerationRegulation Of Skeletal Muscle Tissue RegenerationMMP10 -0.63296208 Regulation Of Skeletal Muscle Tissue RegenerationMMP10 2.0782E-31
MMP10-Regulation Of Small Gtpase Mediated Signal TransductionRegulation Of Small Gtpase Mediated Signal TransductionMMP10 -0.7125104 Regulation Of Small Gtpase Mediated Signal TransductionMMP10 8.0298E-43
MMP10-Regulation Of Supramolecular Fiber OrganizationRegulation Of Supramolecular Fiber OrganizationMMP10 -0.65900239 Regulation Of Supramolecular Fiber OrganizationMMP10 9.1981E-35
MMP10-Regulation Of TransportRegulation Of TransportMMP10 -0.63086492 Regulation Of TransportMMP10 3.7495E-31
MMP10-Regulation Of Vasculature DevelopmentRegulation Of Vasculature DevelopmentMMP10 -0.63744821 Regulation Of Vasculature DevelopmentMMP10 5.7918E-32
MMP10-Regulation Of VasculogenesisRegulation Of VasculogenesisMMP10 -0.7089354 Regulation Of VasculogenesisMMP10 3.1622E-42
MMP10-Regulation Of Ventricular Cardiac Muscle Cell Membrane DepolarizationRegulation Of Ventricular Cardiac Muscle Cell Membrane DepolarizationMMP10 -0.69705321 Regulation Of Ventricular Cardiac Muscle Cell Membrane DepolarizationMMP10 2.6022E-40
MMP10-Regulation Of Vesicle Mediated TransportRegulation Of Vesicle Mediated TransportMMP10 -0.64911193 Regulation Of Vesicle Mediated TransportMMP10 1.8891E-33
MMP10-Renal System ProcessRenal System ProcessMMP10 -0.60992307 Renal System ProcessMMP10 1.0695E-28
MMP10-Renal System Process Involved In Regulation Of Blood VolumeRenal System Process Involved In Regulation Of Blood VolumeMMP10 -0.62577 Renal System Process Involved In Regulation Of Blood VolumeMMP10 1.5434E-30
MMP10-Renal System Process Involved In Regulation Of Systemic Arterial Blood PressureRenal System Process Involved In Regulation Of Systemic Arterial Blood PressureMMP10 -0.67655951 Renal System Process Involved In Regulation Of Systemic Arterial Blood PressureMMP10 3.2156E-37



MMP10-Response To Bile AcidResponse To Bile AcidMMP10 -0.60673724 Response To Bile AcidMMP10 2.4369E-28
MMP10-Response To InsulinResponse To InsulinMMP10 -0.60266897 Response To InsulinMMP10 6.8822E-28
MMP10-Response To PeptideResponse To PeptideMMP10 -0.60786403 Response To PeptideMMP10 1.8231E-28
MMP10-Ret SignalingRet Signaling MMP10 -0.61242044 Ret Signaling MMP10 5.5717E-29
MMP10-Retrograde Trans Synaptic SignalingRetrograde Trans Synaptic SignalingMMP10 -0.61413149 Retrograde Trans Synaptic SignalingMMP10 3.5522E-29
MMP10-Rho Gtpase CycleRho Gtpase CycleMMP10 -0.60219214 Rho Gtpase CycleMMP10 7.7652E-28
MMP10-Rho Protein Signal TransductionRho Protein Signal TransductionMMP10 -0.62877816 Rho Protein Signal TransductionMMP10 6.715E-31
MMP10-Rhoa Gtpase CycleRhoa Gtpase CycleMMP10 -0.69397494 Rhoa Gtpase CycleMMP10 7.8764E-40
MMP10-Rhob Gtpase CycleRhob Gtpase CycleMMP10 -0.63219888 Rhob Gtpase CycleMMP10 2.5774E-31
MMP10-Rhoc Gtpase CycleRhoc Gtpase CycleMMP10 -0.62688727 Rhoc Gtpase CycleMMP10 1.1342E-30
MMP10-Rhoj Gtpase CycleRhoj Gtpase CycleMMP10 -0.64655212 Rhoj Gtpase CycleMMP10 4.0558E-33
MMP10-Rhoq Gtpase CycleRhoq Gtpase CycleMMP10 -0.60152511 Rhoq Gtpase CycleMMP10 9.1905E-28
MMP10-Ruffle AssemblyRuffle AssemblyMMP10 -0.6314346 Ruffle AssemblyMMP10 3.1956E-31
MMP10-Sema3a Plexin Repulsion Signaling By Inhibiting Integrin AdhesionSema3a Plexin Repulsion Signaling By Inhibiting Integrin AdhesionMMP10 -0.63797828 Sema3a Plexin Repulsion Signaling By Inhibiting Integrin AdhesionMMP10 4.9733E-32
MMP10-Signaling By Fgfr4Signaling By Fgfr4MMP10 -0.60416365 Signaling By Fgfr4MMP10 4.7078E-28
MMP10-Signaling By Fgfr4 In DiseaseSignaling By Fgfr4 In DiseaseMMP10 -0.61380733 Signaling By Fgfr4 In DiseaseMMP10 3.8693E-29
MMP10-Signaling By Rnf43 MutantsSignaling By Rnf43 MutantsMMP10 -0.68737246 Signaling By Rnf43 MutantsMMP10 8.087E-39
MMP10-Signaling By VegfSignaling By VegfMMP10 -0.61349537 Signaling By VegfMMP10 4.2007E-29
MMP10-Small Gtpase Mediated Signal TransductionSmall Gtpase Mediated Signal TransductionMMP10 -0.69756069 Small Gtpase Mediated Signal TransductionMMP10 2.165E-40
MMP10-Somatic Stem Cell DivisionSomatic Stem Cell DivisionMMP10 -0.62549241 Somatic Stem Cell DivisionMMP10 1.6659E-30
MMP10-Steroid Metabolic ProcessSteroid Metabolic ProcessMMP10 -0.61387229 Steroid Metabolic ProcessMMP10 3.8036E-29
MMP10-Sterol HomeostasisSterol HomeostasisMMP10 -0.66809795 Sterol HomeostasisMMP10 5.1529E-36
MMP10-Stress Fiber AssemblyStress Fiber AssemblyMMP10 -0.66421337 Stress Fiber AssemblyMMP10 1.7864E-35
MMP10-Substrate Adhesion Dependent Cell SpreadingSubstrate Adhesion Dependent Cell SpreadingMMP10 -0.66743553 Substrate Adhesion Dependent Cell SpreadingMMP10 6.3782E-36
MMP10-Synaptic Vesicle UncoatingSynaptic Vesicle UncoatingMMP10 -0.60114721 Synaptic Vesicle UncoatingMMP10 1.011E-27
MMP10-T Helper 2 Cell Cytokine ProductionT Helper 2 Cell Cytokine ProductionMMP10 -0.61239203 T Helper 2 Cell Cytokine ProductionMMP10 5.6134E-29
MMP10-Tgf Beta Receptor Signaling In Emt Epithelial To Mesenchymal TransitionTgf Beta Receptor Signaling In Emt Epithelial To Mesenchymal TransitionMMP10 -0.61336756 Tgf Beta Receptor Signaling In Emt Epithelial To Mesenchymal TransitionMMP10 4.3444E-29
MMP10-Thiamine Containing Compound Metabolic ProcessThiamine Containing Compound Metabolic ProcessMMP10 -0.6468345 Thiamine Containing Compound Metabolic ProcessMMP10 3.7293E-33
MMP10-Trafficking Of Glur2 Containing Ampa ReceptorsTrafficking Of Glur2 Containing Ampa ReceptorsMMP10 -0.63783598 Trafficking Of Glur2 Containing Ampa ReceptorsMMP10 5.1811E-32
MMP10-Transposition Rna MediatedTransposition Rna MediatedMMP10 -0.64834502 Transposition Rna MediatedMMP10 2.3769E-33
MMP10-Vacuolar TransportVacuolar TransportMMP10 -0.60254742 Vacuolar TransportMMP10 7.0974E-28
MMP10-Vascular Endothelial Growth Factor Receptor 2 Signaling PathwayVascular Endothelial Growth Factor Receptor 2 Signaling PathwayMMP10 -0.65567841 Vascular Endothelial Growth Factor Receptor 2 Signaling PathwayMMP10 2.5723E-34
MMP10-VasculogenesisVasculogenesisMMP10 -0.63365093 VasculogenesisMMP10 1.7104E-31
MMP10-Vasculogenesis Involved In Coronary Vascular MorphogenesisVasculogenesis Involved In Coronary Vascular MorphogenesisMMP10 -0.62047763 Vasculogenesis Involved In Coronary Vascular MorphogenesisMMP10 6.5299E-30
MMP10-Vegf Ligand Receptor InteractionsVegf Ligand Receptor InteractionsMMP10 -0.67816449 Vegf Ligand Receptor InteractionsMMP10 1.8801E-37
MMP10-Venous Blood Vessel DevelopmentVenous Blood Vessel DevelopmentMMP10 -0.62328138 Venous Blood Vessel DevelopmentMMP10 3.0517E-30
MMP10-Venous Blood Vessel MorphogenesisVenous Blood Vessel MorphogenesisMMP10 -0.66339564 Venous Blood Vessel MorphogenesisMMP10 2.3153E-35
MMP10-Vesicle Mediated Transport To The Plasma MembraneVesicle Mediated Transport To The Plasma MembraneMMP10 -0.68920656 Vesicle Mediated Transport To The Plasma MembraneMMP10 4.2612E-39
MMP10-Vesicle UncoatingVesicle UncoatingMMP10 -0.64256673 Vesicle UncoatingMMP10 1.3134E-32
MMP10-Viral MyocarditisViral MyocarditisMMP10 -0.61372986 Viral MyocarditisMMP10 3.9491E-29
MMP11-Actin Filament Bundle OrganizationActin Filament Bundle OrganizationMMP11 -0.62263329 Actin Filament Bundle OrganizationMMP11 3.6409E-30
MMP11-Adaptive ThermogenesisAdaptive ThermogenesisMMP11 -0.63082703 Adaptive ThermogenesisMMP11 3.7896E-31
MMP11-Adenosine To Inosine EditingAdenosine To Inosine EditingMMP11 -0.63633453 Adenosine To Inosine EditingMMP11 7.9693E-32
MMP11-Adherens JunctionAdherens JunctionMMP11 -0.64509059 Adherens JunctionMMP11 6.2532E-33
MMP11-Adherens Junction MaintenanceAdherens Junction MaintenanceMMP11 -0.64383547 Adherens Junction MaintenanceMMP11 9.0522E-33
MMP11-Adrenomedullin Receptor Signaling PathwayAdrenomedullin Receptor Signaling PathwayMMP11 -0.62004999 Adrenomedullin Receptor Signaling PathwayMMP11 7.3283E-30
MMP11-AggrephagyAggrephagy MMP11 -0.63406826 Aggrephagy MMP11 1.5196E-31
MMP11-Aldosterone Regulated Sodium ReabsorptionAldosterone Regulated Sodium ReabsorptionMMP11 -0.66662193 Aldosterone Regulated Sodium ReabsorptionMMP11 8.2826E-36
MMP11-Angiotensin Activated Signaling PathwayAngiotensin Activated Signaling PathwayMMP11 -0.66196429 Angiotensin Activated Signaling PathwayMMP11 3.6384E-35
MMP11-Assembly Of The Hiv VirionAssembly Of The Hiv VirionMMP11 -0.64322576 Assembly Of The Hiv VirionMMP11 1.0827E-32



MMP11-Blood Vessel MaturationBlood Vessel MaturationMMP11 -0.6817597 Blood Vessel MaturationMMP11 5.5803E-38
MMP11-Budding And Maturation Of Hiv VirionBudding And Maturation Of Hiv VirionMMP11 -0.66063168 Budding And Maturation Of Hiv VirionMMP11 5.5296E-35
MMP11-Cargo Recognition For Clathrin Mediated EndocytosisCargo Recognition For Clathrin Mediated EndocytosisMMP11 -0.68480162 Cargo Recognition For Clathrin Mediated EndocytosisMMP11 1.9695E-38
MMP11-Catechol Containing Compound Metabolic ProcessCatechol Containing Compound Metabolic ProcessMMP11 -0.64230313 Catechol Containing Compound Metabolic ProcessMMP11 1.4187E-32
MMP11-Caveola AssemblyCaveola AssemblyMMP11 -0.73731296 Caveola AssemblyMMP11 3.2301E-47
MMP11-Cell Adhesion Molecule ProductionCell Adhesion Molecule ProductionMMP11 -0.60399665 Cell Adhesion Molecule ProductionMMP11 4.9123E-28
MMP11-Cell Motility Involved In Cerebral Cortex Radial Glia Guided MigrationCell Motility Involved In Cerebral Cortex Radial Glia Guided MigrationMMP11 -0.64609021 Cell Motility Involved In Cerebral Cortex Radial Glia Guided MigrationMMP11 4.6517E-33
MMP11-Cellular Response To Hormone StimulusCellular Response To Hormone StimulusMMP11 -0.60482765 Cellular Response To Hormone StimulusMMP11 3.9745E-28
MMP11-Cellular Response To Organic Cyclic CompoundCellular Response To Organic Cyclic CompoundMMP11 -0.64203833 Cellular Response To Organic Cyclic CompoundMMP11 1.5328E-32
MMP11-Clathrin Mediated EndocytosisClathrin Mediated EndocytosisMMP11 -0.62262001 Clathrin Mediated EndocytosisMMP11 3.654E-30
MMP11-DephosphorylationDephosphorylationMMP11 -0.62992284 DephosphorylationMMP11 4.8805E-31
MMP11-Detection Of VirusDetection Of VirusMMP11 -0.66957599 Detection Of VirusMMP11 3.195E-36
MMP11-Disassembly Of The Destruction Complex And Recruitment Of Axin To The MembraneDisassembly Of The Destruction Complex And Recruitment Of Axin To The MembraneMMP11 -0.67996647 Disassembly Of The Destruction Complex And Recruitment Of Axin To The MembraneMMP11 1.025E-37
MMP11-Dorsal Aorta MorphogenesisDorsal Aorta MorphogenesisMMP11 -0.60716425 Dorsal Aorta MorphogenesisMMP11 2.1834E-28
MMP11-Dorso Ventral Axis FormationDorso Ventral Axis FormationMMP11 -0.68279502 Dorso Ventral Axis FormationMMP11 3.9205E-38
MMP11-Effects Of Pip2 HydrolysisEffects Of Pip2 HydrolysisMMP11 -0.60307803 Effects Of Pip2 HydrolysisMMP11 6.2041E-28
MMP11-EndocytosisEndocytosis MMP11 -0.66970767 Endocytosis MMP11 8.9473E-13
MMP11-EndocytosisEndocytosis MMP11 -0.66970767 Endocytosis MMP11 3.0613E-36
MMP11-Endosome To Lysosome TransportEndosome To Lysosome TransportMMP11 -0.6457912 Endosome To Lysosome TransportMMP11 5.0827E-33
MMP11-Endothelial Cell Apoptotic ProcessEndothelial Cell Apoptotic ProcessMMP11 -0.61931681 Endothelial Cell Apoptotic ProcessMMP11 8.9272E-30
MMP11-Endothelin Receptor Signaling PathwayEndothelin Receptor Signaling PathwayMMP11 -0.65535212 Endothelin Receptor Signaling PathwayMMP11 2.8436E-34
MMP11-Endothelium DevelopmentEndothelium DevelopmentMMP11 -0.60620469 Endothelium DevelopmentMMP11 2.794E-28
MMP11-Epithelial Cell Apoptotic ProcessEpithelial Cell Apoptotic ProcessMMP11 -0.63379748 Epithelial Cell Apoptotic ProcessMMP11 1.6408E-31
MMP11-Erythropoietin Activates Phosphoinositide 3 Kinase Pi3kErythropoietin Activates Phosphoinositide 3 Kinase Pi3kMMP11 -0.61026974 Erythropoietin Activates Phosphoinositide 3 Kinase Pi3kMMP11 9.773E-29
MMP11-Establishment Of Cell PolarityEstablishment Of Cell PolarityMMP11 -0.64813987 Establishment Of Cell PolarityMMP11 2.5272E-33
MMP11-Establishment Of Endothelial BarrierEstablishment Of Endothelial BarrierMMP11 -0.67071486 Establishment Of Endothelial BarrierMMP11 2.2065E-36
MMP11-Establishment Of Endothelial Intestinal BarrierEstablishment Of Endothelial Intestinal BarrierMMP11 -0.66138903 Establishment Of Endothelial Intestinal BarrierMMP11 4.3601E-35
MMP11-Establishment Of Protein Localization To Plasma MembraneEstablishment Of Protein Localization To Plasma MembraneMMP11 -0.61220082 Establishment Of Protein Localization To Plasma MembraneMMP11 5.9019E-29
MMP11-Extracellular Vesicle BiogenesisExtracellular Vesicle BiogenesisMMP11 -0.60022919 Extracellular Vesicle BiogenesisMMP11 1.2736E-27
MMP11-Farnesyl Diphosphate Metabolic ProcessFarnesyl Diphosphate Metabolic ProcessMMP11 -0.67503497 Farnesyl Diphosphate Metabolic ProcessMMP11 5.337E-37
MMP11-Free Fatty Acids Regulate Insulin SecretionFree Fatty Acids Regulate Insulin SecretionMMP11 -0.60413241 Free Fatty Acids Regulate Insulin SecretionMMP11 4.7454E-28
MMP11-Golgi To Plasma Membrane Protein TransportGolgi To Plasma Membrane Protein TransportMMP11 -0.60127789 Golgi To Plasma Membrane Protein TransportMMP11 9.7819E-28
MMP11-Golgi To Plasma Membrane TransportGolgi To Plasma Membrane TransportMMP11 -0.65901125 Golgi To Plasma Membrane TransportMMP11 9.1728E-35
MMP11-Growth Involved In Heart MorphogenesisGrowth Involved In Heart MorphogenesisMMP11 -0.60733238 Growth Involved In Heart MorphogenesisMMP11 2.0909E-28
MMP11-Heme MetabolismHeme MetabolismMMP11 -0.64937846 Heme MetabolismMMP11 1.7439E-33
MMP11-Histone H3 K14 AcetylationHistone H3 K14 AcetylationMMP11 -0.6516404 Histone H3 K14 AcetylationMMP11 8.818E-34
MMP11-Intracellular Receptor Signaling PathwayIntracellular Receptor Signaling PathwayMMP11 -0.64389978 Intracellular Receptor Signaling PathwayMMP11 8.8826E-33
MMP11-Lamellipodium AssemblyLamellipodium AssemblyMMP11 -0.61753333 Lamellipodium AssemblyMMP11 1.4397E-29
MMP11-Long Term MemoryLong Term MemoryMMP11 -0.64805552 Long Term MemoryMMP11 2.5917E-33
MMP11-Loss Of Function Of Smad2 3 In CancerLoss Of Function Of Smad2 3 In CancerMMP11 -0.61370564 Loss Of Function Of Smad2 3 In CancerMMP11 3.9743E-29
MMP11-Lymph Vessel MorphogenesisLymph Vessel MorphogenesisMMP11 -0.61102962 Lymph Vessel MorphogenesisMMP11 8.0171E-29
MMP11-LymphangiogenesisLymphangiogenesisMMP11 -0.60404312 LymphangiogenesisMMP11 4.8546E-28
MMP11-Lysosomal TransportLysosomal TransportMMP11 -0.61695207 Lysosomal TransportMMP11 1.6812E-29
MMP11-Membrane Raft AssemblyMembrane Raft AssemblyMMP11 -0.68012905 Membrane Raft AssemblyMMP11 9.7019E-38
MMP11-Membrane Raft OrganizationMembrane Raft OrganizationMMP11 -0.64936772 Membrane Raft OrganizationMMP11 1.7496E-33
MMP11-Met Activates Rap1 And Rac1Met Activates Rap1 And Rac1MMP11 -0.61289124 Met Activates Rap1 And Rac1MMP11 4.924E-29
MMP11-Negative Regulation Of Actin Filament Bundle AssemblyNegative Regulation Of Actin Filament Bundle AssemblyMMP11 -0.76429082 Negative Regulation Of Actin Filament Bundle AssemblyMMP11 1.3323E-52
MMP11-Negative Regulation Of Cellular Protein Catabolic ProcessNegative Regulation Of Cellular Protein Catabolic ProcessMMP11 -0.60764427 Negative Regulation Of Cellular Protein Catabolic ProcessMMP11 1.9294E-28
MMP11-Negative Regulation Of Chemokine C X C Motif Ligand 2 ProductionNegative Regulation Of Chemokine C X C Motif Ligand 2 ProductionMMP11 -0.62769523 Negative Regulation Of Chemokine C X C Motif Ligand 2 ProductionMMP11 9.0702E-31
MMP11-Negative Regulation Of Cytoskeleton OrganizationNegative Regulation Of Cytoskeleton OrganizationMMP11 -0.61278769 Negative Regulation Of Cytoskeleton OrganizationMMP11 5.0598E-29



MMP11-Negative Regulation Of Dendrite MorphogenesisNegative Regulation Of Dendrite MorphogenesisMMP11 -0.633426 Negative Regulation Of Dendrite MorphogenesisMMP11 1.8228E-31
MMP11-Negative Regulation Of DephosphorylationNegative Regulation Of DephosphorylationMMP11 -0.6523404 Negative Regulation Of DephosphorylationMMP11 7.1319E-34
MMP11-Negative Regulation Of Endothelial Cell DifferentiationNegative Regulation Of Endothelial Cell DifferentiationMMP11 -0.63587908 Negative Regulation Of Endothelial Cell DifferentiationMMP11 9.0769E-32
MMP11-Negative Regulation Of Epithelial Cell Apoptotic ProcessNegative Regulation Of Epithelial Cell Apoptotic ProcessMMP11 -0.63101219 Negative Regulation Of Epithelial Cell Apoptotic ProcessMMP11 3.5979E-31
MMP11-Negative Regulation Of Long Term Synaptic PotentiationNegative Regulation Of Long Term Synaptic PotentiationMMP11 -0.62834677 Negative Regulation Of Long Term Synaptic PotentiationMMP11 7.5704E-31
MMP11-Negative Regulation Of Membrane PermeabilityNegative Regulation Of Membrane PermeabilityMMP11 -0.60010939 Negative Regulation Of Membrane PermeabilityMMP11 1.3125E-27
MMP11-Negative Regulation Of Necrotic Cell DeathNegative Regulation Of Necrotic Cell DeathMMP11 -0.60007648 Negative Regulation Of Necrotic Cell DeathMMP11 1.3234E-27
MMP11-Negative Regulation Of Organ GrowthNegative Regulation Of Organ GrowthMMP11 -0.64561657 Negative Regulation Of Organ GrowthMMP11 5.3524E-33
MMP11-Negative Regulation Of Programmed Necrotic Cell DeathNegative Regulation Of Programmed Necrotic Cell DeathMMP11 -0.61935272 Negative Regulation Of Programmed Necrotic Cell DeathMMP11 8.8415E-30
MMP11-Negative Regulation Of Proteasomal Protein Catabolic ProcessNegative Regulation Of Proteasomal Protein Catabolic ProcessMMP11 -0.64459497 Negative Regulation Of Proteasomal Protein Catabolic ProcessMMP11 7.2382E-33
MMP11-Negative Regulation Of Protein DephosphorylationNegative Regulation Of Protein DephosphorylationMMP11 -0.64555055 Negative Regulation Of Protein DephosphorylationMMP11 5.4581E-33
MMP11-Negative Regulation Of Protein Modification ProcessNegative Regulation Of Protein Modification ProcessMMP11 -0.60217789 Negative Regulation Of Protein Modification ProcessMMP11 7.7932E-28
MMP11-Negative Regulation Of Proteolysis Involved In Cellular Protein Catabolic ProcessNegative Regulation Of Proteolysis Involved In Cellular Protein Catabolic ProcessMMP11 -0.6326403 Negative Regulation Of Proteolysis Involved In Cellular Protein Catabolic ProcessMMP11 2.2759E-31
MMP11-Negative Regulation Of Rho Protein Signal TransductionNegative Regulation Of Rho Protein Signal TransductionMMP11 -0.6704196 Negative Regulation Of Rho Protein Signal TransductionMMP11 2.4291E-36
MMP11-Negative Regulation Of Secondary Metabolite Biosynthetic ProcessNegative Regulation Of Secondary Metabolite Biosynthetic ProcessMMP11 -0.62379883 Negative Regulation Of Secondary Metabolite Biosynthetic ProcessMMP11 2.6497E-30
MMP11-Negative Regulation Of Small Gtpase Mediated Signal TransductionNegative Regulation Of Small Gtpase Mediated Signal TransductionMMP11 -0.68378126 Negative Regulation Of Small Gtpase Mediated Signal TransductionMMP11 2.797E-38
MMP11-Negative Regulation Of Supramolecular Fiber OrganizationNegative Regulation Of Supramolecular Fiber OrganizationMMP11 -0.62761198 Negative Regulation Of Supramolecular Fiber OrganizationMMP11 9.2819E-31
MMP11-Negative Regulation Of Vascular PermeabilityNegative Regulation Of Vascular PermeabilityMMP11 -0.62056161 Negative Regulation Of Vascular PermeabilityMMP11 6.3835E-30
MMP11-Nerve Growth Factor Signaling PathwayNerve Growth Factor Signaling PathwayMMP11 -0.63559445 Nerve Growth Factor Signaling PathwayMMP11 9.845E-32
MMP11-Nostrin Mediated Enos TraffickingNostrin Mediated Enos TraffickingMMP11 -0.6818294 Nostrin Mediated Enos TraffickingMMP11 5.4495E-38
MMP11-ParturitionParturition MMP11 -0.62811749 Parturition MMP11 8.068E-31
MMP11-Peptidyl Tyrosine AutophosphorylationPeptidyl Tyrosine AutophosphorylationMMP11 -0.68277955 Peptidyl Tyrosine AutophosphorylationMMP11 3.9412E-38
MMP11-Plasma Membrane Raft AssemblyPlasma Membrane Raft AssemblyMMP11 -0.73187686 Plasma Membrane Raft AssemblyMMP11 3.2695E-46
MMP11-Plasma Membrane Raft OrganizationPlasma Membrane Raft OrganizationMMP11 -0.69724229 Plasma Membrane Raft OrganizationMMP11 2.43E-40
MMP11-Positive Regulation Of Blood Brain Barrier PermeabilityPositive Regulation Of Blood Brain Barrier PermeabilityMMP11 -0.7286639 Positive Regulation Of Blood Brain Barrier PermeabilityMMP11 1.2507E-45
MMP11-Positive Regulation Of Camp Dependent Protein Kinase ActivityPositive Regulation Of Camp Dependent Protein Kinase ActivityMMP11 -0.65938431 Positive Regulation Of Camp Dependent Protein Kinase ActivityMMP11 8.1662E-35
MMP11-Positive Regulation Of Catabolic ProcessPositive Regulation Of Catabolic ProcessMMP11 -0.61295948 Positive Regulation Of Catabolic ProcessMMP11 4.8365E-29
MMP11-Positive Regulation Of Cell Matrix AdhesionPositive Regulation Of Cell Matrix AdhesionMMP11 -0.62276083 Positive Regulation Of Cell Matrix AdhesionMMP11 3.5167E-30
MMP11-Positive Regulation Of Cell Migration By Vascular Endothelial Growth Factor Signaling PathwayPositive Regulation Of Cell Migration By Vascular Endothelial Growth Factor Signaling PathwayMMP11 -0.64946167 Positive Regulation Of Cell Migration By Vascular Endothelial Growth Factor Signaling PathwayMMP11 1.7009E-33
MMP11-Positive Regulation Of Cholesterol StoragePositive Regulation Of Cholesterol StorageMMP11 -0.63366326 Positive Regulation Of Cholesterol StorageMMP11 1.7044E-31
MMP11-Positive Regulation Of Cold Induced ThermogenesisPositive Regulation Of Cold Induced ThermogenesisMMP11 -0.6586162 Positive Regulation Of Cold Induced ThermogenesisMMP11 1.0372E-34
MMP11-Positive Regulation Of Endothelial Cell Chemotaxis By Vegf Activated Vascular Endothelial Growth Factor Receptor Signaling PathwayPositive Regulation Of Endothelial Cell Chemotaxis By Vegf Activated Vascular Endothelial Growth Factor Receptor Signaling PathwayMMP11 -0.64202869 Positive Regulation Of Endothelial Cell Chemotaxis By Vegf Activated Vascular Endothelial Growth Factor Receptor Signaling PathwayMMP11 1.5371E-32
MMP11-Positive Regulation Of Endothelial Cell DifferentiationPositive Regulation Of Endothelial Cell DifferentiationMMP11 -0.61944887 Positive Regulation Of Endothelial Cell DifferentiationMMP11 8.6158E-30
MMP11-Positive Regulation Of Endothelial Cell MigrationPositive Regulation Of Endothelial Cell MigrationMMP11 -0.60348041 Positive Regulation Of Endothelial Cell MigrationMMP11 5.6015E-28
MMP11-Positive Regulation Of Intracellular TransportPositive Regulation Of Intracellular TransportMMP11 -0.62302994 Positive Regulation Of Intracellular TransportMMP11 3.2682E-30
MMP11-Positive Regulation Of Neuron Projection RegenerationPositive Regulation Of Neuron Projection RegenerationMMP11 -0.65873562 Positive Regulation Of Neuron Projection RegenerationMMP11 9.9943E-35
MMP11-Positive Regulation Of Pattern Recognition Receptor Signaling PathwayPositive Regulation Of Pattern Recognition Receptor Signaling PathwayMMP11 -0.60626524 Positive Regulation Of Pattern Recognition Receptor Signaling PathwayMMP11 2.7509E-28
MMP11-Positive Regulation Of Penile ErectionPositive Regulation Of Penile ErectionMMP11 -0.60550449 Positive Regulation Of Penile ErectionMMP11 3.3431E-28
MMP11-Positive Regulation Of Phospholipase A2 ActivityPositive Regulation Of Phospholipase A2 ActivityMMP11 -0.63973232 Positive Regulation Of Phospholipase A2 ActivityMMP11 2.9975E-32
MMP11-Positive Regulation Of Protein PolymerizationPositive Regulation Of Protein PolymerizationMMP11 -0.63020839 Positive Regulation Of Protein PolymerizationMMP11 4.5061E-31
MMP11-Positive Regulation Of Receptor Catabolic ProcessPositive Regulation Of Receptor Catabolic ProcessMMP11 -0.61383455 Positive Regulation Of Receptor Catabolic ProcessMMP11 3.8416E-29
MMP11-Positive Regulation Of VasculogenesisPositive Regulation Of VasculogenesisMMP11 -0.6737429 Positive Regulation Of VasculogenesisMMP11 8.1799E-37
MMP11-Protein Import Into Peroxisome MembraneProtein Import Into Peroxisome MembraneMMP11 -0.63047139 Protein Import Into Peroxisome MembraneMMP11 4.1865E-31
MMP11-Protein Kinase C SignalingProtein Kinase C SignalingMMP11 -0.60045357 Protein Kinase C SignalingMMP11 1.2038E-27
MMP11-Protein Localization To Cell PeripheryProtein Localization To Cell PeripheryMMP11 -0.60221696 Protein Localization To Cell PeripheryMMP11 7.7166E-28
MMP11-Protein Localization To EndosomeProtein Localization To EndosomeMMP11 -0.60287468 Protein Localization To EndosomeMMP11 6.5325E-28
MMP11-Regulation Of Actin Filament Bundle AssemblyRegulation Of Actin Filament Bundle AssemblyMMP11 -0.67349897 Regulation Of Actin Filament Bundle AssemblyMMP11 8.8645E-37
MMP11-Regulation Of Actomyosin Structure OrganizationRegulation Of Actomyosin Structure OrganizationMMP11 -0.65766338 Regulation Of Actomyosin Structure OrganizationMMP11 1.3941E-34
MMP11-Regulation Of Adherens Junction OrganizationRegulation Of Adherens Junction OrganizationMMP11 -0.63832153 Regulation Of Adherens Junction OrganizationMMP11 4.5053E-32
MMP11-Regulation Of Blood Brain Barrier PermeabilityRegulation Of Blood Brain Barrier PermeabilityMMP11 -0.74165416 Regulation Of Blood Brain Barrier PermeabilityMMP11 4.8787E-48



MMP11-Regulation Of Cell Cell Adhesion Mediated By CadherinRegulation Of Cell Cell Adhesion Mediated By CadherinMMP11 -0.64309575 Regulation Of Cell Cell Adhesion Mediated By CadherinMMP11 1.1248E-32
MMP11-Regulation Of Cell Matrix AdhesionRegulation Of Cell Matrix AdhesionMMP11 -0.62785963 Regulation Of Cell Matrix AdhesionMMP11 8.6662E-31
MMP11-Regulation Of Cell Substrate AdhesionRegulation Of Cell Substrate AdhesionMMP11 -0.61221047 Regulation Of Cell Substrate AdhesionMMP11 5.887E-29
MMP11-Regulation Of Endothelial Cell DifferentiationRegulation Of Endothelial Cell DifferentiationMMP11 -0.62009041 Regulation Of Endothelial Cell DifferentiationMMP11 7.2489E-30
MMP11-Regulation Of Endothelial Cell MigrationRegulation Of Endothelial Cell MigrationMMP11 -0.64997192 Regulation Of Endothelial Cell MigrationMMP11 1.4591E-33
MMP11-Regulation Of Epithelial Cell Apoptotic ProcessRegulation Of Epithelial Cell Apoptotic ProcessMMP11 -0.62548682 Regulation Of Epithelial Cell Apoptotic ProcessMMP11 1.6684E-30
MMP11-Regulation Of Epithelial Cell MigrationRegulation Of Epithelial Cell MigrationMMP11 -0.63748232 Regulation Of Epithelial Cell MigrationMMP11 5.7353E-32
MMP11-Regulation Of Establishment Of Protein LocalizationRegulation Of Establishment Of Protein LocalizationMMP11 -0.6380227 Regulation Of Establishment Of Protein LocalizationMMP11 4.9101E-32
MMP11-Regulation Of Foxo Transcriptional Activity By AcetylationRegulation Of Foxo Transcriptional Activity By AcetylationMMP11 -0.64064628 Regulation Of Foxo Transcriptional Activity By AcetylationMMP11 2.2994E-32
MMP11-Regulation Of Fzd By UbiquitinationRegulation Of Fzd By UbiquitinationMMP11 -0.67261756 Regulation Of Fzd By UbiquitinationMMP11 1.1844E-36
MMP11-Regulation Of Intracellular TransportRegulation Of Intracellular TransportMMP11 -0.61158388 Regulation Of Intracellular TransportMMP11 6.9364E-29
MMP11-Regulation Of Lipid Metabolism By PparalphaRegulation Of Lipid Metabolism By PparalphaMMP11 -0.68456121 Regulation Of Lipid Metabolism By PparalphaMMP11 2.1395E-38
MMP11-Regulation Of Long Term Synaptic DepressionRegulation Of Long Term Synaptic DepressionMMP11 -0.62175638 Regulation Of Long Term Synaptic DepressionMMP11 4.6201E-30
MMP11-Regulation Of Long Term Synaptic PotentiationRegulation Of Long Term Synaptic PotentiationMMP11 -0.6297957 Regulation Of Long Term Synaptic PotentiationMMP11 5.0569E-31
MMP11-Regulation Of Protein DeacetylationRegulation Of Protein DeacetylationMMP11 -0.62377293 Regulation Of Protein DeacetylationMMP11 2.6686E-30
MMP11-Regulation Of Protein Kinase C SignalingRegulation Of Protein Kinase C SignalingMMP11 -0.68603662 Regulation Of Protein Kinase C SignalingMMP11 1.2858E-38
MMP11-Regulation Of Rac Protein Signal TransductionRegulation Of Rac Protein Signal TransductionMMP11 -0.63230375 Regulation Of Rac Protein Signal TransductionMMP11 2.5024E-31
MMP11-Regulation Of Ras Protein Signal TransductionRegulation Of Ras Protein Signal TransductionMMP11 -0.61412271 Regulation Of Ras Protein Signal TransductionMMP11 3.5605E-29
MMP11-Regulation Of Rho Protein Signal TransductionRegulation Of Rho Protein Signal TransductionMMP11 -0.60760019 Regulation Of Rho Protein Signal TransductionMMP11 1.9514E-28
MMP11-Regulation Of Sarcomere OrganizationRegulation Of Sarcomere OrganizationMMP11 -0.62099438 Regulation Of Sarcomere OrganizationMMP11 5.679E-30
MMP11-Regulation Of Skeletal Muscle Tissue RegenerationRegulation Of Skeletal Muscle Tissue RegenerationMMP11 -0.65030553 Regulation Of Skeletal Muscle Tissue RegenerationMMP11 1.3196E-33
MMP11-Regulation Of Snare Complex AssemblyRegulation Of Snare Complex AssemblyMMP11 -0.61817479 Regulation Of Snare Complex AssemblyMMP11 1.2128E-29
MMP11-Regulation Of Supramolecular Fiber OrganizationRegulation Of Supramolecular Fiber OrganizationMMP11 -0.60596803 Regulation Of Supramolecular Fiber OrganizationMMP11 2.9688E-28
MMP11-Regulation Of Vascular Associated Smooth Muscle ContractionRegulation Of Vascular Associated Smooth Muscle ContractionMMP11 -0.60504935 Regulation Of Vascular Associated Smooth Muscle ContractionMMP11 3.7557E-28
MMP11-Regulation Of Vascular PermeabilityRegulation Of Vascular PermeabilityMMP11 -0.61644632 Regulation Of Vascular PermeabilityMMP11 1.9236E-29
MMP11-Regulation Of VasculogenesisRegulation Of VasculogenesisMMP11 -0.70892234 Regulation Of VasculogenesisMMP11 3.178E-42
MMP11-Regulation Of Ventricular Cardiac Muscle Cell Membrane DepolarizationRegulation Of Ventricular Cardiac Muscle Cell Membrane DepolarizationMMP11 -0.72562834 Regulation Of Ventricular Cardiac Muscle Cell Membrane DepolarizationMMP11 4.3655E-45
MMP11-Response To AngiotensinResponse To AngiotensinMMP11 -0.62162911 Response To AngiotensinMMP11 4.7823E-30
MMP11-Rhoa Gtpase CycleRhoa Gtpase CycleMMP11 -0.63679923 Rhoa Gtpase CycleMMP11 6.9767E-32
MMP11-Rhob Gtpase CycleRhob Gtpase CycleMMP11 -0.65840941 Rhob Gtpase CycleMMP11 1.1061E-34
MMP11-Rhoc Gtpase CycleRhoc Gtpase CycleMMP11 -0.63311767 Rhoc Gtpase CycleMMP11 1.9889E-31
MMP11-Rhoj Gtpase CycleRhoj Gtpase CycleMMP11 -0.62601334 Rhoj Gtpase CycleMMP11 1.4434E-30
MMP11-Rhoq Gtpase CycleRhoq Gtpase CycleMMP11 -0.61576651 Rhoq Gtpase CycleMMP11 2.3045E-29
MMP11-Sema3a Plexin Repulsion Signaling By Inhibiting Integrin AdhesionSema3a Plexin Repulsion Signaling By Inhibiting Integrin AdhesionMMP11 -0.60806994 Sema3a Plexin Repulsion Signaling By Inhibiting Integrin AdhesionMMP11 1.7287E-28
MMP11-Signaling By Erbb2Signaling By Erbb2MMP11 -0.69602587 Signaling By Erbb2MMP11 3.7718E-40
MMP11-Signaling By HippoSignaling By HippoMMP11 -0.62517014 Signaling By HippoMMP11 1.8201E-30
MMP11-Signaling By Rnf43 MutantsSignaling By Rnf43 MutantsMMP11 -0.72949409 Signaling By Rnf43 MutantsMMP11 8.8594E-46
MMP11-Signaling By Tgf Beta Receptor Complex In CancerSignaling By Tgf Beta Receptor Complex In CancerMMP11 -0.62144587 Signaling By Tgf Beta Receptor Complex In CancerMMP11 5.0257E-30
MMP11-Signaling By Wnt In CancerSignaling By Wnt In CancerMMP11 -0.63510029 Signaling By Wnt In CancerMMP11 1.1334E-31
MMP11-Snare Complex AssemblySnare Complex AssemblyMMP11 -0.63910302 Snare Complex AssemblyMMP11 3.5959E-32
MMP11-Steroid Metabolic ProcessSteroid Metabolic ProcessMMP11 -0.60474647 Steroid Metabolic ProcessMMP11 4.0577E-28
MMP11-Stress Fiber AssemblyStress Fiber AssemblyMMP11 -0.63639144 Stress Fiber AssemblyMMP11 7.8406E-32
MMP11-Tgf Beta Receptor Signaling In Emt Epithelial To Mesenchymal TransitionTgf Beta Receptor Signaling In Emt Epithelial To Mesenchymal TransitionMMP11 -0.71167631 Tgf Beta Receptor Signaling In Emt Epithelial To Mesenchymal TransitionMMP11 1.1077E-42
MMP11-Thiamine Containing Compound Metabolic ProcessThiamine Containing Compound Metabolic ProcessMMP11 -0.60883589 Thiamine Containing Compound Metabolic ProcessMMP11 1.418E-28
MMP11-Tight JunctionTight Junction MMP11 -0.60772992 Tight Junction MMP11 1.8872E-28
MMP11-Transcriptional Regulation Of White Adipocyte DifferentiationTranscriptional Regulation Of White Adipocyte DifferentiationMMP11 -0.61553762 Transcriptional Regulation Of White Adipocyte DifferentiationMMP11 2.4488E-29
MMP11-Vascular Endothelial Growth Factor Receptor 2 Signaling PathwayVascular Endothelial Growth Factor Receptor 2 Signaling PathwayMMP11 -0.66000282 Vascular Endothelial Growth Factor Receptor 2 Signaling PathwayMMP11 6.7323E-35
MMP11-VasculogenesisVasculogenesisMMP11 -0.61198674 VasculogenesisMMP11 6.2424E-29
MMP11-Vasculogenesis Involved In Coronary Vascular MorphogenesisVasculogenesis Involved In Coronary Vascular MorphogenesisMMP11 -0.60760528 Vasculogenesis Involved In Coronary Vascular MorphogenesisMMP11 1.9489E-28
MMP11-Vegf Ligand Receptor InteractionsVegf Ligand Receptor InteractionsMMP11 -0.64033292 Vegf Ligand Receptor InteractionsMMP11 2.5184E-32



MMP11-Vegfr2 Mediated Cell ProliferationVegfr2 Mediated Cell ProliferationMMP11 -0.63150118 Vegfr2 Mediated Cell ProliferationMMP11 3.1364E-31
MMP11-Venous Blood Vessel DevelopmentVenous Blood Vessel DevelopmentMMP11 -0.62648434 Venous Blood Vessel DevelopmentMMP11 1.2677E-30
MMP11-Venous Blood Vessel MorphogenesisVenous Blood Vessel MorphogenesisMMP11 -0.64476643 Venous Blood Vessel MorphogenesisMMP11 6.8812E-33
MMP11-Vesicle Mediated Transport To The Plasma MembraneVesicle Mediated Transport To The Plasma MembraneMMP11 -0.607836 Vesicle Mediated Transport To The Plasma MembraneMMP11 1.8363E-28
MMP11-Vesicle UncoatingVesicle UncoatingMMP11 -0.60439593 Vesicle UncoatingMMP11 4.4372E-28
MMP11-Virion AssemblyVirion AssemblyMMP11 -0.63172817 Virion AssemblyMMP11 2.9425E-31
MMP14-Caveola AssemblyCaveola AssemblyMMP14 -0.6466734 Caveola AssemblyMMP14 3.9122E-33
MMP14-Negative Regulation Of Actin Filament Bundle AssemblyNegative Regulation Of Actin Filament Bundle AssemblyMMP14 -0.62340111 Negative Regulation Of Actin Filament Bundle AssemblyMMP14 2.9536E-30
MMP14-Positive Regulation Of Blood Brain Barrier PermeabilityPositive Regulation Of Blood Brain Barrier PermeabilityMMP14 -0.62549609 Positive Regulation Of Blood Brain Barrier PermeabilityMMP14 1.6642E-30
MMP14-Positive Regulation Of Camp Dependent Protein Kinase ActivityPositive Regulation Of Camp Dependent Protein Kinase ActivityMMP14 -0.60119223 Positive Regulation Of Camp Dependent Protein Kinase ActivityMMP14 9.9954E-28
MMP14-Regulation Of Blood Brain Barrier PermeabilityRegulation Of Blood Brain Barrier PermeabilityMMP14 -0.60159117 Regulation Of Blood Brain Barrier PermeabilityMMP14 9.0386E-28
MMP14-Regulation Of Fzd By UbiquitinationRegulation Of Fzd By UbiquitinationMMP14 -0.62277251 Regulation Of Fzd By UbiquitinationMMP14 3.5055E-30
MMP14-Regulation Of VasculogenesisRegulation Of VasculogenesisMMP14 -0.60090084 Regulation Of VasculogenesisMMP14 1.0757E-27
MMP19-Protein LipoylationProtein LipoylationMMP19 -0.65304685 Protein LipoylationMMP19 5.7536E-34
MMP28-Imp Metabolic ProcessImp Metabolic ProcessMMP28 -0.6035814 Imp Metabolic ProcessMMP28 5.4596E-28
MMP28-Negative Regulation Of Intrinsic Apoptotic Signaling Pathway In Response To Dna DamageNegative Regulation Of Intrinsic Apoptotic Signaling Pathway In Response To Dna DamageMMP28 -0.61192573 Negative Regulation Of Intrinsic Apoptotic Signaling Pathway In Response To Dna DamageMMP28 6.3429E-29
MMP28-Negative Regulation Of Response To Dna Damage StimulusNegative Regulation Of Response To Dna Damage StimulusMMP28 -0.65951601 Negative Regulation Of Response To Dna Damage StimulusMMP28 7.8375E-35
MMP28-Negative Regulation Of Signal Transduction By P53 Class MediatorNegative Regulation Of Signal Transduction By P53 Class MediatorMMP28 -0.63246496 Negative Regulation Of Signal Transduction By P53 Class MediatorMMP28 2.3912E-31
MMP28-Regulation Of Intrinsic Apoptotic Signaling Pathway In Response To Dna DamageRegulation Of Intrinsic Apoptotic Signaling Pathway In Response To Dna DamageMMP28 -0.61931586 Regulation Of Intrinsic Apoptotic Signaling Pathway In Response To Dna DamageMMP28 8.9295E-30
MMP28-Regulation Of Signal Transduction By P53 Class MediatorRegulation Of Signal Transduction By P53 Class MediatorMMP28 -0.6208258 Regulation Of Signal Transduction By P53 Class MediatorMMP28 5.9438E-30
MMP28-Ribosomal Small Subunit Export From NucleusRibosomal Small Subunit Export From NucleusMMP28 -0.60034749 Ribosomal Small Subunit Export From NucleusMMP28 1.2363E-27
MMP3-3 Phosphoadenosine 5 Phosphosulfate Metabolic Process3 Phosphoadenosine 5 Phosphosulfate Metabolic ProcessMMP3 -0.63261593 3 Phosphoadenosine 5 Phosphosulfate Metabolic ProcessMMP3 2.2916E-31
MMP3-Actin Filament Bundle OrganizationActin Filament Bundle OrganizationMMP3 -0.61817795 Actin Filament Bundle OrganizationMMP3 1.2117E-29
MMP3-Adherens Junction OrganizationAdherens Junction OrganizationMMP3 -0.60255211 Adherens Junction OrganizationMMP3 7.0889E-28
MMP3-Adrenomedullin Receptor Signaling PathwayAdrenomedullin Receptor Signaling PathwayMMP3 -0.62237181 Adrenomedullin Receptor Signaling PathwayMMP3 3.9091E-30
MMP3-Angiotensin Activated Signaling PathwayAngiotensin Activated Signaling PathwayMMP3 -0.61093634 Angiotensin Activated Signaling PathwayMMP3 8.2146E-29
MMP3-Blood Vessel MaturationBlood Vessel MaturationMMP3 -0.62428963 Blood Vessel MaturationMMP3 2.317E-30
MMP3-Cargo Recognition For Clathrin Mediated EndocytosisCargo Recognition For Clathrin Mediated EndocytosisMMP3 -0.65256401 Cargo Recognition For Clathrin Mediated EndocytosisMMP3 6.6636E-34
MMP3-Caveola AssemblyCaveola AssemblyMMP3 -0.64740332 Caveola AssemblyMMP3 3.1484E-33
MMP3-Clathrin Mediated EndocytosisClathrin Mediated EndocytosisMMP3 -0.61065069 Clathrin Mediated EndocytosisMMP3 8.8499E-29
MMP3-Cytosolic Sulfonation Of Small MoleculesCytosolic Sulfonation Of Small MoleculesMMP3 -0.62164268 Cytosolic Sulfonation Of Small MoleculesMMP3 4.7647E-30
MMP3-Detection Of VirusDetection Of VirusMMP3 -0.60476784 Detection Of VirusMMP3 4.0356E-28
MMP3-Disassembly Of The Destruction Complex And Recruitment Of Axin To The MembraneDisassembly Of The Destruction Complex And Recruitment Of Axin To The MembraneMMP3 -0.63723402 Disassembly Of The Destruction Complex And Recruitment Of Axin To The MembraneMMP3 6.1591E-32
MMP3-Endothelial Cell Apoptotic ProcessEndothelial Cell Apoptotic ProcessMMP3 -0.61605448 Endothelial Cell Apoptotic ProcessMMP3 2.1348E-29
MMP3-Epithelial Cell Apoptotic ProcessEpithelial Cell Apoptotic ProcessMMP3 -0.6386846 Epithelial Cell Apoptotic ProcessMMP3 4.0576E-32
MMP3-Farnesyl Diphosphate Metabolic ProcessFarnesyl Diphosphate Metabolic ProcessMMP3 -0.60192344 Farnesyl Diphosphate Metabolic ProcessMMP3 8.311E-28
MMP3-G Alpha 12 13 Signalling EventsG Alpha 12 13 Signalling EventsMMP3 -0.60524533 G Alpha 12 13 Signalling EventsMMP3 3.5722E-28
MMP3-Negative Regulation Of Actin Filament Bundle AssemblyNegative Regulation Of Actin Filament Bundle AssemblyMMP3 -0.65001806 Negative Regulation Of Actin Filament Bundle AssemblyMMP3 1.4389E-33
MMP3-Negative Regulation Of Cell Migration Involved In Sprouting AngiogenesisNegative Regulation Of Cell Migration Involved In Sprouting AngiogenesisMMP3 -0.60800052 Negative Regulation Of Cell Migration Involved In Sprouting AngiogenesisMMP3 1.7599E-28
MMP3-Negative Regulation Of Chemokine C X C Motif Ligand 2 ProductionNegative Regulation Of Chemokine C X C Motif Ligand 2 ProductionMMP3 -0.64476332 Negative Regulation Of Chemokine C X C Motif Ligand 2 ProductionMMP3 6.8875E-33
MMP3-Negative Regulation Of Developmental GrowthNegative Regulation Of Developmental GrowthMMP3 -0.60678232 Negative Regulation Of Developmental GrowthMMP3 2.4088E-28
MMP3-Negative Regulation Of Endothelial Cell DifferentiationNegative Regulation Of Endothelial Cell DifferentiationMMP3 -0.62350345 Negative Regulation Of Endothelial Cell DifferentiationMMP3 2.8723E-30
MMP3-Negative Regulation Of Epithelial Cell Apoptotic ProcessNegative Regulation Of Epithelial Cell Apoptotic ProcessMMP3 -0.61493364 Negative Regulation Of Epithelial Cell Apoptotic ProcessMMP3 2.8737E-29
MMP3-Negative Regulation Of Organ GrowthNegative Regulation Of Organ GrowthMMP3 -0.62006672 Negative Regulation Of Organ GrowthMMP3 7.2954E-30
MMP3-Negative Regulation Of Secondary Metabolite Biosynthetic ProcessNegative Regulation Of Secondary Metabolite Biosynthetic ProcessMMP3 -0.64372629 Negative Regulation Of Secondary Metabolite Biosynthetic ProcessMMP3 9.3475E-33
MMP3-Negative Regulation Of Small Gtpase Mediated Signal TransductionNegative Regulation Of Small Gtpase Mediated Signal TransductionMMP3 -0.65060862 Negative Regulation Of Small Gtpase Mediated Signal TransductionMMP3 1.2044E-33
MMP3-Negative Regulation Of Vascular PermeabilityNegative Regulation Of Vascular PermeabilityMMP3 -0.60623663 Negative Regulation Of Vascular PermeabilityMMP3 2.7712E-28
MMP3-ParturitionParturition MMP3 -0.65437372 Parturition MMP3 3.8379E-34
MMP3-Plasma Membrane Raft AssemblyPlasma Membrane Raft AssemblyMMP3 -0.64007376 Plasma Membrane Raft AssemblyMMP3 2.7151E-32
MMP3-Plasma Membrane Raft OrganizationPlasma Membrane Raft OrganizationMMP3 -0.60243653 Plasma Membrane Raft OrganizationMMP3 7.2995E-28



MMP3-Positive Regulation Of Blood Brain Barrier PermeabilityPositive Regulation Of Blood Brain Barrier PermeabilityMMP3 -0.65077644 Positive Regulation Of Blood Brain Barrier PermeabilityMMP3 1.145E-33
MMP3-Positive Regulation Of Cell Migration By Vascular Endothelial Growth Factor Signaling PathwayPositive Regulation Of Cell Migration By Vascular Endothelial Growth Factor Signaling PathwayMMP3 -0.60923756 Positive Regulation Of Cell Migration By Vascular Endothelial Growth Factor Signaling PathwayMMP3 1.2779E-28
MMP3-Positive Regulation Of Cellular Protein Catabolic ProcessPositive Regulation Of Cellular Protein Catabolic ProcessMMP3 -0.6146454 Positive Regulation Of Cellular Protein Catabolic ProcessMMP3 3.1014E-29
MMP3-Positive Regulation Of Cholesterol StoragePositive Regulation Of Cholesterol StorageMMP3 -0.6252859 Positive Regulation Of Cholesterol StorageMMP3 1.7631E-30
MMP3-Positive Regulation Of Endothelial Cell DifferentiationPositive Regulation Of Endothelial Cell DifferentiationMMP3 -0.60953199 Positive Regulation Of Endothelial Cell DifferentiationMMP3 1.1839E-28
MMP3-Positive Regulation Of Mast Cell ChemotaxisPositive Regulation Of Mast Cell ChemotaxisMMP3 -0.60005382 Positive Regulation Of Mast Cell ChemotaxisMMP3 1.331E-27
MMP3-Positive Regulation Of Neuron Projection RegenerationPositive Regulation Of Neuron Projection RegenerationMMP3 -0.60962295 Positive Regulation Of Neuron Projection RegenerationMMP3 1.1563E-28
MMP3-Positive Regulation Of Phospholipase A2 ActivityPositive Regulation Of Phospholipase A2 ActivityMMP3 -0.61437401 Positive Regulation Of Phospholipase A2 ActivityMMP3 3.3319E-29
MMP3-Positive Regulation Of Protein Catabolic ProcessPositive Regulation Of Protein Catabolic ProcessMMP3 -0.60107074 Positive Regulation Of Protein Catabolic ProcessMMP3 1.0306E-27
MMP3-Positive Regulation Of Triglyceride Lipase ActivityPositive Regulation Of Triglyceride Lipase ActivityMMP3 -0.60477041 Positive Regulation Of Triglyceride Lipase ActivityMMP3 4.033E-28
MMP3-Positive Regulation Of Urine VolumePositive Regulation Of Urine VolumeMMP3 -0.63829759 Positive Regulation Of Urine VolumeMMP3 4.5365E-32
MMP3-Positive Regulation Of VasculogenesisPositive Regulation Of VasculogenesisMMP3 -0.63755132 Positive Regulation Of VasculogenesisMMP3 5.6228E-32
MMP3-Regulation Of Actin Filament Bundle AssemblyRegulation Of Actin Filament Bundle AssemblyMMP3 -0.63748468 Regulation Of Actin Filament Bundle AssemblyMMP3 5.7315E-32
MMP3-Regulation Of Actomyosin Structure OrganizationRegulation Of Actomyosin Structure OrganizationMMP3 -0.60516055 Regulation Of Actomyosin Structure OrganizationMMP3 3.6505E-28
MMP3-Regulation Of Adherens Junction OrganizationRegulation Of Adherens Junction OrganizationMMP3 -0.63213638 Regulation Of Adherens Junction OrganizationMMP3 2.6232E-31
MMP3-Regulation Of Anatomical Structure SizeRegulation Of Anatomical Structure SizeMMP3 -0.60871162 Regulation Of Anatomical Structure SizeMMP3 1.4644E-28
MMP3-Regulation Of Blood Brain Barrier PermeabilityRegulation Of Blood Brain Barrier PermeabilityMMP3 -0.69442688 Regulation Of Blood Brain Barrier PermeabilityMMP3 6.7003E-40
MMP3-Regulation Of Cell Substrate AdhesionRegulation Of Cell Substrate AdhesionMMP3 -0.60087241 Regulation Of Cell Substrate AdhesionMMP3 1.0834E-27
MMP3-Regulation Of Cellular Component BiogenesisRegulation Of Cellular Component BiogenesisMMP3 -0.61292265 Regulation Of Cellular Component BiogenesisMMP3 4.8835E-29
MMP3-Regulation Of Cellular Component SizeRegulation Of Cellular Component SizeMMP3 -0.60476629 Regulation Of Cellular Component SizeMMP3 4.0372E-28
MMP3-Regulation Of Cellular Protein Catabolic ProcessRegulation Of Cellular Protein Catabolic ProcessMMP3 -0.62913789 Regulation Of Cellular Protein Catabolic ProcessMMP3 6.0752E-31
MMP3-Regulation Of Endothelial Cell MigrationRegulation Of Endothelial Cell MigrationMMP3 -0.62056473 Regulation Of Endothelial Cell MigrationMMP3 6.3782E-30
MMP3-Regulation Of Epithelial Cell Apoptotic ProcessRegulation Of Epithelial Cell Apoptotic ProcessMMP3 -0.61937451 Regulation Of Epithelial Cell Apoptotic ProcessMMP3 8.7898E-30
MMP3-Regulation Of Epithelial Cell MigrationRegulation Of Epithelial Cell MigrationMMP3 -0.63191046 Regulation Of Epithelial Cell MigrationMMP3 2.7955E-31
MMP3-Regulation Of Fzd By UbiquitinationRegulation Of Fzd By UbiquitinationMMP3 -0.61059226 Regulation Of Fzd By UbiquitinationMMP3 8.9857E-29
MMP3-Regulation Of Insulin SecretionRegulation Of Insulin SecretionMMP3 -0.60131061 Regulation Of Insulin SecretionMMP3 9.7015E-28
MMP3-Regulation Of Insulin SecretionRegulation Of Insulin SecretionMMP3 -0.60131061 Regulation Of Insulin SecretionMMP3 0.00142906
MMP3-Regulation Of Long Term Synaptic PotentiationRegulation Of Long Term Synaptic PotentiationMMP3 -0.61046035 Regulation Of Long Term Synaptic PotentiationMMP3 9.2998E-29
MMP3-Regulation Of Proteasomal Protein Catabolic ProcessRegulation Of Proteasomal Protein Catabolic ProcessMMP3 -0.60647741 Regulation Of Proteasomal Protein Catabolic ProcessMMP3 2.6051E-28
MMP3-Regulation Of Protein Kinase C SignalingRegulation Of Protein Kinase C SignalingMMP3 -0.64054836 Regulation Of Protein Kinase C SignalingMMP3 2.3657E-32
MMP3-Regulation Of Skeletal Muscle Tissue RegenerationRegulation Of Skeletal Muscle Tissue RegenerationMMP3 -0.62547613 Regulation Of Skeletal Muscle Tissue RegenerationMMP3 1.6733E-30
MMP3-Regulation Of VasculogenesisRegulation Of VasculogenesisMMP3 -0.67084127 Regulation Of VasculogenesisMMP3 2.1174E-36
MMP3-Regulation Of Ventricular Cardiac Muscle Cell Membrane DepolarizationRegulation Of Ventricular Cardiac Muscle Cell Membrane DepolarizationMMP3 -0.68082175 Regulation Of Ventricular Cardiac Muscle Cell Membrane DepolarizationMMP3 7.6738E-38
MMP3-Rhoa Gtpase CycleRhoa Gtpase CycleMMP3 -0.62123617 Rhoa Gtpase CycleMMP3 5.3194E-30
MMP3-Sema3a Plexin Repulsion Signaling By Inhibiting Integrin AdhesionSema3a Plexin Repulsion Signaling By Inhibiting Integrin AdhesionMMP3 -0.60105048 Sema3a Plexin Repulsion Signaling By Inhibiting Integrin AdhesionMMP3 1.0359E-27
MMP3-Signaling By Rnf43 MutantsSignaling By Rnf43 MutantsMMP3 -0.70151529 Signaling By Rnf43 MutantsMMP3 5.0957E-41
MMP3-Stress Fiber AssemblyStress Fiber AssemblyMMP3 -0.6002766 Stress Fiber AssemblyMMP3 1.2586E-27
MMP3-Vascular Endothelial Growth Factor Receptor 2 Signaling PathwayVascular Endothelial Growth Factor Receptor 2 Signaling PathwayMMP3 -0.63963473 Vascular Endothelial Growth Factor Receptor 2 Signaling PathwayMMP3 3.0834E-32
MMP3-Vegf Ligand Receptor InteractionsVegf Ligand Receptor InteractionsMMP3 -0.64569546 Vegf Ligand Receptor InteractionsMMP3 5.2289E-33
MMP3-Venous Blood Vessel DevelopmentVenous Blood Vessel DevelopmentMMP3 -0.63846587 Venous Blood Vessel DevelopmentMMP3 4.3218E-32
MMP3-Venous Blood Vessel MorphogenesisVenous Blood Vessel MorphogenesisMMP3 -0.62517131 Venous Blood Vessel MorphogenesisMMP3 1.8195E-30
MMP7-3 Phosphoadenosine 5 Phosphosulfate Metabolic Process3 Phosphoadenosine 5 Phosphosulfate Metabolic ProcessMMP7 -0.69336708 3 Phosphoadenosine 5 Phosphosulfate Metabolic ProcessMMP7 9.7857E-40
MMP7-Acetylcholine Regulates Insulin SecretionAcetylcholine Regulates Insulin SecretionMMP7 -0.67044951 Acetylcholine Regulates Insulin SecretionMMP7 2.4056E-36
MMP7-Actin Cytoskeleton ReorganizationActin Cytoskeleton ReorganizationMMP7 -0.75754081 Actin Cytoskeleton ReorganizationMMP7 3.4502E-51
MMP7-Actin Filament Based MovementActin Filament Based MovementMMP7 -0.71911004 Actin Filament Based MovementMMP7 6.0464E-44
MMP7-Actin Filament Based ProcessActin Filament Based ProcessMMP7 -0.72302074 Actin Filament Based ProcessMMP7 1.2607E-44
MMP7-Actin Filament Based TransportActin Filament Based TransportMMP7 -0.60938706 Actin Filament Based TransportMMP7 1.2293E-28
MMP7-Actin Filament Bundle OrganizationActin Filament Bundle OrganizationMMP7 -0.76684244 Actin Filament Bundle OrganizationMMP7 3.784E-53
MMP7-Actin Filament OrganizationActin Filament OrganizationMMP7 -0.72460933 Actin Filament OrganizationMMP7 6.6168E-45
MMP7-Activated Ntrk2 Signals Through FynActivated Ntrk2 Signals Through FynMMP7 -0.60781277 Activated Ntrk2 Signals Through FynMMP7 1.8473E-28



MMP7-Activation Of Gtpase ActivityActivation Of Gtpase ActivityMMP7 -0.63174861 Activation Of Gtpase ActivityMMP7 2.9257E-31
MMP7-Activation Of Rac1 Downstream Of NmdarsActivation Of Rac1 Downstream Of NmdarsMMP7 -0.63422437 Activation Of Rac1 Downstream Of NmdarsMMP7 1.4537E-31
MMP7-Actomyosin Structure OrganizationActomyosin Structure OrganizationMMP7 -0.6690213 Actomyosin Structure OrganizationMMP7 3.8239E-36
MMP7-Adaptive ThermogenesisAdaptive ThermogenesisMMP7 -0.69838671 Adaptive ThermogenesisMMP7 1.6036E-40
MMP7-Adenosine To Inosine EditingAdenosine To Inosine EditingMMP7 -0.72587048 Adenosine To Inosine EditingMMP7 3.9537E-45
MMP7-Adenylate Cyclase Activating Adrenergic Receptor Signaling PathwayAdenylate Cyclase Activating Adrenergic Receptor Signaling PathwayMMP7 -0.61763975 Adenylate Cyclase Activating Adrenergic Receptor Signaling PathwayMMP7 1.3993E-29
MMP7-Adenylate Cyclase Activating G Protein Coupled Receptor Signaling PathwayAdenylate Cyclase Activating G Protein Coupled Receptor Signaling PathwayMMP7 -0.69070316 Adenylate Cyclase Activating G Protein Coupled Receptor Signaling PathwayMMP7 2.5173E-39
MMP7-Adenylate Cyclase Modulating G Protein Coupled Receptor Signaling PathwayAdenylate Cyclase Modulating G Protein Coupled Receptor Signaling PathwayMMP7 -0.72662639 Adenylate Cyclase Modulating G Protein Coupled Receptor Signaling PathwayMMP7 2.8997E-45
MMP7-Adherens JunctionAdherens JunctionMMP7 -0.70170055 Adherens JunctionMMP7 4.759E-41
MMP7-Adherens Junction MaintenanceAdherens Junction MaintenanceMMP7 -0.69547251 Adherens Junction MaintenanceMMP7 4.6035E-40
MMP7-Adherens Junction OrganizationAdherens Junction OrganizationMMP7 -0.73747997 Adherens Junction OrganizationMMP7 3.0056E-47
MMP7-Adrenergic Receptor Signaling PathwayAdrenergic Receptor Signaling PathwayMMP7 -0.61210654 Adrenergic Receptor Signaling PathwayMMP7 6.0496E-29
MMP7-Adrenomedullin Receptor Signaling PathwayAdrenomedullin Receptor Signaling PathwayMMP7 -0.79215085 Adrenomedullin Receptor Signaling PathwayMMP7 5.6061E-59
MMP7-AggrephagyAggrephagy MMP7 -0.65786497 Aggrephagy MMP7 0.01837115
MMP7-AggrephagyAggrephagy MMP7 -0.65786497 Aggrephagy MMP7 1.3097E-34
MMP7-Aldosterone Regulated Sodium ReabsorptionAldosterone Regulated Sodium ReabsorptionMMP7 -0.70501517 Aldosterone Regulated Sodium ReabsorptionMMP7 1.3883E-41
MMP7-Ameboidal Type Cell MigrationAmeboidal Type Cell MigrationMMP7 -0.72921263 Ameboidal Type Cell MigrationMMP7 9.9595E-46
MMP7-Amylin Receptor Signaling PathwayAmylin Receptor Signaling PathwayMMP7 -0.65914944 Amylin Receptor Signaling PathwayMMP7 8.7863E-35
MMP7-Anatomical Structure Formation Involved In MorphogenesisAnatomical Structure Formation Involved In MorphogenesisMMP7 -0.63258019 Anatomical Structure Formation Involved In MorphogenesisMMP7 2.3148E-31
MMP7-Angiotensin Activated Signaling PathwayAngiotensin Activated Signaling PathwayMMP7 -0.6970348 Angiotensin Activated Signaling PathwayMMP7 2.6196E-40
MMP7-Antigen Processing And Presentation Of Endogenous Peptide Antigen Via Mhc Class I Via Er PathwayAntigen Processing And Presentation Of Endogenous Peptide Antigen Via Mhc Class I Via Er PathwayMMP7 -0.62918954 Antigen Processing And Presentation Of Endogenous Peptide Antigen Via Mhc Class I Via Er PathwayMMP7 5.9884E-31
MMP7-Antigen Processing And Presentation Of Peptide Antigen Via Mhc Class IbAntigen Processing And Presentation Of Peptide Antigen Via Mhc Class IbMMP7 -0.61512047 Antigen Processing And Presentation Of Peptide Antigen Via Mhc Class IbMMP7 2.735E-29
MMP7-Apical SurfaceApical Surface MMP7 -0.65722615 Apical Surface MMP7 1.5961E-34
MMP7-Artery MorphogenesisArtery MorphogenesisMMP7 -0.63161198 Artery MorphogenesisMMP7 3.0403E-31
MMP7-Assembly Of The Hiv VirionAssembly Of The Hiv VirionMMP7 -0.70345664 Assembly Of The Hiv VirionMMP7 2.483E-41
MMP7-Astrocyte ActivationAstrocyte ActivationMMP7 -0.61305619 Astrocyte ActivationMMP7 4.7151E-29
MMP7-Astrocyte DevelopmentAstrocyte DevelopmentMMP7 -0.68022136 Astrocyte DevelopmentMMP7 9.4037E-38
MMP7-Astrocyte DifferentiationAstrocyte DifferentiationMMP7 -0.65632382 Astrocyte DifferentiationMMP7 2.1089E-34
MMP7-Atrioventricular Node DevelopmentAtrioventricular Node DevelopmentMMP7 -0.63957014 Atrioventricular Node DevelopmentMMP7 3.1415E-32
MMP7-Autophagosome Lysosome FusionAutophagosome Lysosome FusionMMP7 -0.65040009 Autophagosome Lysosome FusionMMP7 1.2826E-33
MMP7-Axon ExtensionAxon ExtensionMMP7 -0.71590673 Axon ExtensionMMP7 2.1413E-43
MMP7-Axon GuidanceAxon GuidanceMMP7 -0.61079519 Axon GuidanceMMP7 8.5227E-29
MMP7-Basement Membrane AssemblyBasement Membrane AssemblyMMP7 -0.73080866 Basement Membrane AssemblyMMP7 5.1184E-46
MMP7-Bergmann Glial Cell DifferentiationBergmann Glial Cell DifferentiationMMP7 -0.61675508 Bergmann Glial Cell DifferentiationMMP7 1.7718E-29
MMP7-Blastocyst FormationBlastocyst FormationMMP7 -0.60673417 Blastocyst FormationMMP7 2.4388E-28
MMP7-Blood Vessel Endothelial Cell DifferentiationBlood Vessel Endothelial Cell DifferentiationMMP7 -0.62518627 Blood Vessel Endothelial Cell DifferentiationMMP7 1.812E-30
MMP7-Blood Vessel Endothelial Cell MigrationBlood Vessel Endothelial Cell MigrationMMP7 -0.76922553 Blood Vessel Endothelial Cell MigrationMMP7 1.151E-53
MMP7-Blood Vessel MaturationBlood Vessel MaturationMMP7 -0.76266143 Blood Vessel MaturationMMP7 2.9516E-52
MMP7-Blood Vessel MorphogenesisBlood Vessel MorphogenesisMMP7 -0.67175648 Blood Vessel MorphogenesisMMP7 1.5705E-36
MMP7-Branching Involved In Blood Vessel MorphogenesisBranching Involved In Blood Vessel MorphogenesisMMP7 -0.67981283 Branching Involved In Blood Vessel MorphogenesisMMP7 1.0796E-37
MMP7-Budding And Maturation Of Hiv VirionBudding And Maturation Of Hiv VirionMMP7 -0.60327142 Budding And Maturation Of Hiv VirionMMP7 5.9069E-28
MMP7-Butyrophilin Btn Family InteractionsButyrophilin Btn Family InteractionsMMP7 -0.68224856 Butyrophilin Btn Family InteractionsMMP7 4.7243E-38
MMP7-C Terminal Protein DeglutamylationC Terminal Protein DeglutamylationMMP7 -0.61771991 C Terminal Protein DeglutamylationMMP7 1.3697E-29
MMP7-Calcitonin Family Receptor Signaling PathwayCalcitonin Family Receptor Signaling PathwayMMP7 -0.65914944 Calcitonin Family Receptor Signaling PathwayMMP7 8.7863E-35
MMP7-Carbon Catabolite Regulation Of TranscriptionCarbon Catabolite Regulation Of TranscriptionMMP7 -0.62970602 Carbon Catabolite Regulation Of TranscriptionMMP7 5.1851E-31
MMP7-Cardiac Muscle Cell Action Potential Involved In ContractionCardiac Muscle Cell Action Potential Involved In ContractionMMP7 -0.64419624 Cardiac Muscle Cell Action Potential Involved In ContractionMMP7 8.1406E-33
MMP7-Cardiac Muscle Tissue MorphogenesisCardiac Muscle Tissue MorphogenesisMMP7 -0.71071618 Cardiac Muscle Tissue MorphogenesisMMP7 1.6018E-42
MMP7-Cardiac Vascular Smooth Muscle Cell DifferentiationCardiac Vascular Smooth Muscle Cell DifferentiationMMP7 -0.68369179 Cardiac Vascular Smooth Muscle Cell DifferentiationMMP7 2.8842E-38
MMP7-Cargo Recognition For Clathrin Mediated EndocytosisCargo Recognition For Clathrin Mediated EndocytosisMMP7 -0.78377002 Cargo Recognition For Clathrin Mediated EndocytosisMMP7 5.8314E-57
MMP7-Catechol Containing Compound Biosynthetic ProcessCatechol Containing Compound Biosynthetic ProcessMMP7 -0.61512171 Catechol Containing Compound Biosynthetic ProcessMMP7 2.7341E-29



MMP7-Catechol Containing Compound Metabolic ProcessCatechol Containing Compound Metabolic ProcessMMP7 -0.70770051 Catechol Containing Compound Metabolic ProcessMMP7 5.0528E-42
MMP7-Caveola AssemblyCaveola AssemblyMMP7 -0.78388686 Caveola AssemblyMMP7 5.4736E-57
MMP7-Cd8 Positive Alpha Beta T Cell ProliferationCd8 Positive Alpha Beta T Cell ProliferationMMP7 -0.67092534 Cd8 Positive Alpha Beta T Cell ProliferationMMP7 2.0602E-36
MMP7-Cdc42 Gtpase CycleCdc42 Gtpase CycleMMP7 -0.73351058 Cdc42 Gtpase CycleMMP7 1.6405E-46
MMP7-Cell Adhesion Molecule ProductionCell Adhesion Molecule ProductionMMP7 -0.7179484 Cell Adhesion Molecule ProductionMMP7 9.5837E-44
MMP7-Cell Cell Adhesion Involved In GastrulationCell Cell Adhesion Involved In GastrulationMMP7 -0.69234577 Cell Cell Adhesion Involved In GastrulationMMP7 1.4075E-39
MMP7-Cell Cell Adhesion Mediated By CadherinCell Cell Adhesion Mediated By CadherinMMP7 -0.6171146 Cell Cell Adhesion Mediated By CadherinMMP7 1.6099E-29
MMP7-Cell Cell Junction AssemblyCell Cell Junction AssemblyMMP7 -0.65223726 Cell Cell Junction AssemblyMMP7 7.3587E-34
MMP7-Cell Cell Junction OrganizationCell Cell Junction OrganizationMMP7 -0.68165267 Cell Cell Junction OrganizationMMP7 5.7872E-38
MMP7-Cell Death Signalling Via Nrage Nrif And NadeCell Death Signalling Via Nrage Nrif And NadeMMP7 -0.68950921 Cell Death Signalling Via Nrage Nrif And NadeMMP7 3.8319E-39
MMP7-Cell Differentiation In HindbrainCell Differentiation In HindbrainMMP7 -0.64373456 Cell Differentiation In HindbrainMMP7 9.3248E-33
MMP7-Cell Fate DeterminationCell Fate DeterminationMMP7 -0.60158546 Cell Fate DeterminationMMP7 9.0516E-28
MMP7-Cell GrowthCell Growth MMP7 -0.6865066 Cell Growth MMP7 1.0925E-38
MMP7-Cell Junction AssemblyCell Junction AssemblyMMP7 -0.62291666 Cell Junction AssemblyMMP7 3.3706E-30
MMP7-Cell Junction OrganizationCell Junction OrganizationMMP7 -0.6446329 Cell Junction OrganizationMMP7 7.1577E-33
MMP7-Cell Matrix AdhesionCell Matrix AdhesionMMP7 -0.63714275 Cell Matrix AdhesionMMP7 6.3225E-32
MMP7-Cell Migration Involved In Sprouting AngiogenesisCell Migration Involved In Sprouting AngiogenesisMMP7 -0.67545227 Cell Migration Involved In Sprouting AngiogenesisMMP7 4.6473E-37
MMP7-Cell MorphogenesisCell MorphogenesisMMP7 -0.6579074 Cell MorphogenesisMMP7 1.2926E-34
MMP7-Cell Morphogenesis Involved In DifferentiationCell Morphogenesis Involved In DifferentiationMMP7 -0.61461279 Cell Morphogenesis Involved In DifferentiationMMP7 3.1282E-29
MMP7-Cell Motility Involved In Cerebral Cortex Radial Glia Guided MigrationCell Motility Involved In Cerebral Cortex Radial Glia Guided MigrationMMP7 -0.69142107 Cell Motility Involved In Cerebral Cortex Radial Glia Guided MigrationMMP7 1.9534E-39
MMP7-Cell Substrate AdhesionCell Substrate AdhesionMMP7 -0.66962747 Cell Substrate AdhesionMMP7 3.1421E-36
MMP7-Cell Substrate Junction OrganizationCell Substrate Junction OrganizationMMP7 -0.65407002 Cell Substrate Junction OrganizationMMP7 4.2114E-34
MMP7-Cellular Protein Catabolic ProcessCellular Protein Catabolic ProcessMMP7 -0.60169685 Cellular Protein Catabolic ProcessMMP7 8.8006E-28
MMP7-Cellular Response To Endogenous StimulusCellular Response To Endogenous StimulusMMP7 -0.6924918 Cellular Response To Endogenous StimulusMMP7 1.3363E-39
MMP7-Cellular Response To Hormone StimulusCellular Response To Hormone StimulusMMP7 -0.72824772 Cellular Response To Hormone StimulusMMP7 1.486E-45
MMP7-Cellular Response To Insulin StimulusCellular Response To Insulin StimulusMMP7 -0.65965443 Cellular Response To Insulin StimulusMMP7 7.5062E-35
MMP7-Cellular Response To Laminar Fluid Shear StressCellular Response To Laminar Fluid Shear StressMMP7 -0.62717255 Cellular Response To Laminar Fluid Shear StressMMP7 1.0482E-30
MMP7-Cellular Response To LipidCellular Response To LipidMMP7 -0.67121892 Cellular Response To LipidMMP7 1.872E-36
MMP7-Cellular Response To Nitrogen CompoundCellular Response To Nitrogen CompoundMMP7 -0.61090366 Cellular Response To Nitrogen CompoundMMP7 8.285E-29
MMP7-Cellular Response To Organic Cyclic CompoundCellular Response To Organic Cyclic CompoundMMP7 -0.73747102 Cellular Response To Organic Cyclic CompoundMMP7 3.0172E-47
MMP7-Cellular Response To PeptideCellular Response To PeptideMMP7 -0.63457723 Cellular Response To PeptideMMP7 1.3151E-31
MMP7-Cellular Response To Peptide Hormone StimulusCellular Response To Peptide Hormone StimulusMMP7 -0.67284935 Cellular Response To Peptide Hormone StimulusMMP7 1.0976E-36
MMP7-Cellular Response To Vascular Endothelial Growth Factor StimulusCellular Response To Vascular Endothelial Growth Factor StimulusMMP7 -0.71337709 Cellular Response To Vascular Endothelial Growth Factor StimulusMMP7 5.7414E-43
MMP7-Chemokine C X C Motif Ligand 2 ProductionChemokine C X C Motif Ligand 2 ProductionMMP7 -0.62963009 Chemokine C X C Motif Ligand 2 ProductionMMP7 5.2962E-31
MMP7-Circulatory System DevelopmentCirculatory System DevelopmentMMP7 -0.638049 Circulatory System DevelopmentMMP7 4.8731E-32
MMP7-Circulatory System ProcessCirculatory System ProcessMMP7 -0.73183228 Circulatory System ProcessMMP7 3.3314E-46
MMP7-Clathrin Mediated EndocytosisClathrin Mediated EndocytosisMMP7 -0.76116934 Clathrin Mediated EndocytosisMMP7 6.0809E-52
MMP7-Complement Activation Lectin PathwayComplement Activation Lectin PathwayMMP7 -0.62174844 Complement Activation Lectin PathwayMMP7 4.63E-30
MMP7-Coronary Artery MorphogenesisCoronary Artery MorphogenesisMMP7 -0.61476561 Coronary Artery MorphogenesisMMP7 3.0043E-29
MMP7-Coronary Vasculature MorphogenesisCoronary Vasculature MorphogenesisMMP7 -0.60733693 Coronary Vasculature MorphogenesisMMP7 2.0884E-28
MMP7-Cysteine Catabolic ProcessCysteine Catabolic ProcessMMP7 -0.66518671 Cysteine Catabolic ProcessMMP7 1.3106E-35
MMP7-Cytosolic Sulfonation Of Small MoleculesCytosolic Sulfonation Of Small MoleculesMMP7 -0.63061278 Cytosolic Sulfonation Of Small MoleculesMMP7 4.024E-31
MMP7-DedifferentiationDedifferentiationMMP7 -0.62456331 DedifferentiationMMP7 2.1497E-30
MMP7-Defective Lfng Causes Scdo3Defective Lfng Causes Scdo3MMP7 -0.67226854 Defective Lfng Causes Scdo3MMP7 1.3281E-36
MMP7-Dendrite ArborizationDendrite ArborizationMMP7 -0.61248926 Dendrite ArborizationMMP7 5.472E-29
MMP7-Dendrite DevelopmentDendrite DevelopmentMMP7 -0.65992731 Dendrite DevelopmentMMP7 6.893E-35
MMP7-Dendrite MorphogenesisDendrite MorphogenesisMMP7 -0.64723213 Dendrite MorphogenesisMMP7 3.3131E-33
MMP7-DephosphorylationDephosphorylationMMP7 -0.68432005 DephosphorylationMMP7 2.3245E-38
MMP7-Detection Of VirusDetection Of VirusMMP7 -0.67982427 Detection Of VirusMMP7 1.0754E-37
MMP7-Developmental Cell GrowthDevelopmental Cell GrowthMMP7 -0.63893969 Developmental Cell GrowthMMP7 3.7696E-32



MMP7-DiapedesisDiapedesis MMP7 -0.62952635 Diapedesis MMP7 5.4517E-31
MMP7-Disassembly Of The Destruction Complex And Recruitment Of Axin To The MembraneDisassembly Of The Destruction Complex And Recruitment Of Axin To The MembraneMMP7 -0.76673419 Disassembly Of The Destruction Complex And Recruitment Of Axin To The MembraneMMP7 3.9928E-53
MMP7-Dorsal Aorta DevelopmentDorsal Aorta DevelopmentMMP7 -0.68742616 Dorsal Aorta DevelopmentMMP7 7.9372E-39
MMP7-Dorsal Aorta MorphogenesisDorsal Aorta MorphogenesisMMP7 -0.74228134 Dorsal Aorta MorphogenesisMMP7 3.7012E-48
MMP7-Dorso Ventral Axis FormationDorso Ventral Axis FormationMMP7 -0.77969121 Dorso Ventral Axis FormationMMP7 5.1904E-56
MMP7-Downregulation Of Tgf Beta Receptor SignalingDownregulation Of Tgf Beta Receptor SignalingMMP7 -0.66080217 Downregulation Of Tgf Beta Receptor SignalingMMP7 5.2419E-35
MMP7-Downstream Signal TransductionDownstream Signal TransductionMMP7 -0.64062905 Downstream Signal TransductionMMP7 2.3109E-32
MMP7-Effects Of Pip2 HydrolysisEffects Of Pip2 HydrolysisMMP7 -0.73517825 Effects Of Pip2 HydrolysisMMP7 8.0711E-47
MMP7-Egr2 And Sox10 Mediated Initiation Of Schwann Cell MyelinationEgr2 And Sox10 Mediated Initiation Of Schwann Cell MyelinationMMP7 -0.61637452 Egr2 And Sox10 Mediated Initiation Of Schwann Cell MyelinationMMP7 1.9607E-29
MMP7-Embryonic HemopoiesisEmbryonic HemopoiesisMMP7 -0.65347176 Embryonic HemopoiesisMMP7 5.0551E-34
MMP7-Endocytic RecyclingEndocytic RecyclingMMP7 -0.61800418 Endocytic RecyclingMMP7 1.2694E-29
MMP7-EndocytosisEndocytosis MMP7 -0.6026888 Endocytosis MMP7 6.8477E-28
MMP7-EndocytosisEndocytosis MMP7 -0.6026888 Endocytosis MMP7 6.984E-49
MMP7-EndocytosisEndocytosis MMP7 -0.74602943 Endocytosis MMP7 6.8477E-28
MMP7-EndocytosisEndocytosis MMP7 -0.74602943 Endocytosis MMP7 6.984E-49
MMP7-Endocytosis Involved In Viral Entry Into Host CellEndocytosis Involved In Viral Entry Into Host CellMMP7 -0.61035222 Endocytosis Involved In Viral Entry Into Host CellMMP7 9.5654E-29
MMP7-Endosomal Vesicle FusionEndosomal Vesicle FusionMMP7 -0.62302115 Endosomal Vesicle FusionMMP7 3.276E-30
MMP7-Endosome To Lysosome TransportEndosome To Lysosome TransportMMP7 -0.64260885 Endosome To Lysosome TransportMMP7 1.2973E-32
MMP7-Endothelial Cell Apoptotic ProcessEndothelial Cell Apoptotic ProcessMMP7 -0.77995405 Endothelial Cell Apoptotic ProcessMMP7 4.5148E-56
MMP7-Endothelial Cell DevelopmentEndothelial Cell DevelopmentMMP7 -0.71314134 Endothelial Cell DevelopmentMMP7 6.2907E-43
MMP7-Endothelial Cell MigrationEndothelial Cell MigrationMMP7 -0.72826481 Endothelial Cell MigrationMMP7 1.4755E-45
MMP7-Endothelial Cell ProliferationEndothelial Cell ProliferationMMP7 -0.63602955 Endothelial Cell ProliferationMMP7 8.6951E-32
MMP7-Endothelin Receptor Signaling PathwayEndothelin Receptor Signaling PathwayMMP7 -0.71743659 Endothelin Receptor Signaling PathwayMMP7 1.1731E-43
MMP7-Endothelium DevelopmentEndothelium DevelopmentMMP7 -0.76313002 Endothelium DevelopmentMMP7 2.3496E-52
MMP7-Ephrin SignalingEphrin SignalingMMP7 -0.63291453 Ephrin SignalingMMP7 2.1063E-31
MMP7-EpibolyEpiboly MMP7 -0.68760576 Epiboly MMP7 7.456E-39
MMP7-Epithelial Cell Apoptotic ProcessEpithelial Cell Apoptotic ProcessMMP7 -0.78561257 Epithelial Cell Apoptotic ProcessMMP7 2.1384E-57
MMP7-Erbb Signaling PathwayErbb Signaling PathwayMMP7 -0.64754421 Erbb Signaling PathwayMMP7 3.0189E-33
MMP7-Erbb Signaling PathwayErbb Signaling PathwayMMP7 -0.64754421 Erbb Signaling PathwayMMP7 3.9495E-11
MMP7-Erks Are InactivatedErks Are InactivatedMMP7 -0.61076615 Erks Are InactivatedMMP7 8.5875E-29
MMP7-Erythrocytes Take Up Carbon Dioxide And Release OxygenErythrocytes Take Up Carbon Dioxide And Release OxygenMMP7 -0.62478724 Erythrocytes Take Up Carbon Dioxide And Release OxygenMMP7 2.0217E-30
MMP7-Erythrocytes Take Up Oxygen And Release Carbon DioxideErythrocytes Take Up Oxygen And Release Carbon DioxideMMP7 -0.70291965 Erythrocytes Take Up Oxygen And Release Carbon DioxideMMP7 3.0311E-41
MMP7-Erythropoietin Activates Phosphoinositide 3 Kinase Pi3kErythropoietin Activates Phosphoinositide 3 Kinase Pi3kMMP7 -0.63763473 Erythropoietin Activates Phosphoinositide 3 Kinase Pi3kMMP7 5.4897E-32
MMP7-Establishment Of Cell PolarityEstablishment Of Cell PolarityMMP7 -0.69827391 Establishment Of Cell PolarityMMP7 1.6708E-40
MMP7-Establishment Of Endothelial BarrierEstablishment Of Endothelial BarrierMMP7 -0.76304404 Establishment Of Endothelial BarrierMMP7 2.4501E-52
MMP7-Establishment Of Protein Localization To Plasma MembraneEstablishment Of Protein Localization To Plasma MembraneMMP7 -0.60731085 Establishment Of Protein Localization To Plasma MembraneMMP7 2.1025E-28
MMP7-Establishment Or Maintenance Of Cell PolarityEstablishment Or Maintenance Of Cell PolarityMMP7 -0.70082389 Establishment Or Maintenance Of Cell PolarityMMP7 6.5734E-41
MMP7-Extracellular Vesicle BiogenesisExtracellular Vesicle BiogenesisMMP7 -0.62919351 Extracellular Vesicle BiogenesisMMP7 5.9817E-31
MMP7-Extrinsic Apoptotic Signaling PathwayExtrinsic Apoptotic Signaling PathwayMMP7 -0.62350305 Extrinsic Apoptotic Signaling PathwayMMP7 2.8726E-30
MMP7-Farnesyl Diphosphate Metabolic ProcessFarnesyl Diphosphate Metabolic ProcessMMP7 -0.66330531 Farnesyl Diphosphate Metabolic ProcessMMP7 2.3825E-35
MMP7-Filopodium AssemblyFilopodium AssemblyMMP7 -0.71094214 Filopodium AssemblyMMP7 1.4688E-42
MMP7-Focal Adhesion AssemblyFocal Adhesion AssemblyMMP7 -0.67801507 Focal Adhesion AssemblyMMP7 1.9767E-37
MMP7-Foregut MorphogenesisForegut MorphogenesisMMP7 -0.61532121 Foregut MorphogenesisMMP7 2.5934E-29
MMP7-Foxo Mediated Transcription Of Cell Death GenesFoxo Mediated Transcription Of Cell Death GenesMMP7 -0.66774104 Foxo Mediated Transcription Of Cell Death GenesMMP7 5.781E-36
MMP7-Free Fatty Acids Regulate Insulin SecretionFree Fatty Acids Regulate Insulin SecretionMMP7 -0.65562998 Free Fatty Acids Regulate Insulin SecretionMMP7 2.6109E-34
MMP7-G Alpha 12 13 Signalling EventsG Alpha 12 13 Signalling EventsMMP7 -0.72902038 G Alpha 12 13 Signalling EventsMMP7 1.0787E-45
MMP7-G Alpha Z Signalling EventsG Alpha Z Signalling EventsMMP7 -0.65143417 G Alpha Z Signalling EventsMMP7 9.3859E-34
MMP7-G Protein Coupled Acetylcholine Receptor Signaling PathwayG Protein Coupled Acetylcholine Receptor Signaling PathwayMMP7 -0.61559519 G Protein Coupled Acetylcholine Receptor Signaling PathwayMMP7 2.4117E-29
MMP7-G Protein Coupled Receptor Signaling Pathway Involved In Heart ProcessG Protein Coupled Receptor Signaling Pathway Involved In Heart ProcessMMP7 -0.68813316 G Protein Coupled Receptor Signaling Pathway Involved In Heart ProcessMMP7 6.2034E-39
MMP7-Gastrin Creb Signalling Pathway Via Pkc And MapkGastrin Creb Signalling Pathway Via Pkc And MapkMMP7 -0.61692244 Gastrin Creb Signalling Pathway Via Pkc And MapkMMP7 1.6946E-29



MMP7-Glial Cell DevelopmentGlial Cell DevelopmentMMP7 -0.65073789 Glial Cell DevelopmentMMP7 1.1584E-33
MMP7-Glucagon Signaling In Metabolic RegulationGlucagon Signaling In Metabolic RegulationMMP7 -0.6193445 Glucagon Signaling In Metabolic RegulationMMP7 8.861E-30
MMP7-Glutamate Receptor Signaling PathwayGlutamate Receptor Signaling PathwayMMP7 -0.72131361 Glutamate Receptor Signaling PathwayMMP7 2.5076E-44
MMP7-Glycerolipid Biosynthetic ProcessGlycerolipid Biosynthetic ProcessMMP7 -0.61207593 Glycerolipid Biosynthetic ProcessMMP7 6.0983E-29
MMP7-Glycerolipid Metabolic ProcessGlycerolipid Metabolic ProcessMMP7 -0.68373575 Glycerolipid Metabolic ProcessMMP7 2.841E-38
MMP7-Glycerophospholipid Metabolic ProcessGlycerophospholipid Metabolic ProcessMMP7 -0.66508047 Glycerophospholipid Metabolic ProcessMMP7 1.3557E-35
MMP7-Golgi To Plasma Membrane TransportGolgi To Plasma Membrane TransportMMP7 -0.62909079 Golgi To Plasma Membrane TransportMMP7 6.1554E-31
MMP7-Growth Involved In Heart MorphogenesisGrowth Involved In Heart MorphogenesisMMP7 -0.65505922 Growth Involved In Heart MorphogenesisMMP7 3.111E-34
MMP7-Heart ProcessHeart Process MMP7 -0.639938 Heart Process MMP7 2.8241E-32
MMP7-Heart Trabecula FormationHeart Trabecula FormationMMP7 -0.60120839 Heart Trabecula FormationMMP7 9.9548E-28
MMP7-Heart Trabecula MorphogenesisHeart Trabecula MorphogenesisMMP7 -0.70497819 Heart Trabecula MorphogenesisMMP7 1.4076E-41
MMP7-Hedgehog SignalingHedgehog SignalingMMP7 -0.61909068 Hedgehog SignalingMMP7 9.4865E-30
MMP7-Heme MetabolismHeme MetabolismMMP7 -0.6879389 Heme MetabolismMMP7 6.6385E-39
MMP7-Hippo SignalingHippo SignalingMMP7 -0.60283329 Hippo SignalingMMP7 6.6014E-28
MMP7-Histone H3 K14 AcetylationHistone H3 K14 AcetylationMMP7 -0.66719765 Histone H3 K14 AcetylationMMP7 6.8851E-36
MMP7-Homotypic Cell Cell AdhesionHomotypic Cell Cell AdhesionMMP7 -0.64390119 Homotypic Cell Cell AdhesionMMP7 8.879E-33
MMP7-Hormone Mediated Signaling PathwayHormone Mediated Signaling PathwayMMP7 -0.70497747 Hormone Mediated Signaling PathwayMMP7 1.408E-41
MMP7-Inositol Lipid Mediated SignalingInositol Lipid Mediated SignalingMMP7 -0.62097603 Inositol Lipid Mediated SignalingMMP7 5.7072E-30
MMP7-Inositol Phosphate Mediated SignalingInositol Phosphate Mediated SignalingMMP7 -0.63220687 Inositol Phosphate Mediated SignalingMMP7 2.5717E-31
MMP7-Inositol Phosphate MetabolismInositol Phosphate MetabolismMMP7 -0.62017157 Inositol Phosphate MetabolismMMP7 1.9633E-06
MMP7-Inositol Phosphate MetabolismInositol Phosphate MetabolismMMP7 -0.62017157 Inositol Phosphate MetabolismMMP7 7.092E-30
MMP7-Insulin Receptor Signalling CascadeInsulin Receptor Signalling CascadeMMP7 -0.62834844 Insulin Receptor Signalling CascadeMMP7 7.5669E-31
MMP7-Integration Of Energy MetabolismIntegration Of Energy MetabolismMMP7 -0.7493967 Integration Of Energy MetabolismMMP7 1.5223E-49
MMP7-Integrin SignalingIntegrin SignalingMMP7 -0.60533684 Integrin SignalingMMP7 3.4896E-28
MMP7-Interferon Gamma Mediated Signaling PathwayInterferon Gamma Mediated Signaling PathwayMMP7 -0.62178257 Interferon Gamma Mediated Signaling PathwayMMP7 4.5874E-30
MMP7-Intracellular Receptor Signaling PathwayIntracellular Receptor Signaling PathwayMMP7 -0.716342 Intracellular Receptor Signaling PathwayMMP7 1.8051E-43
MMP7-Irs Mediated SignallingIrs Mediated SignallingMMP7 -0.60430359 Irs Mediated SignallingMMP7 4.5429E-28
MMP7-Lamellipodium AssemblyLamellipodium AssemblyMMP7 -0.72453254 Lamellipodium AssemblyMMP7 6.8269E-45
MMP7-Lamellipodium OrganizationLamellipodium OrganizationMMP7 -0.70328385 Lamellipodium OrganizationMMP7 2.6477E-41
MMP7-Lateral Mesoderm DevelopmentLateral Mesoderm DevelopmentMMP7 -0.60199747 Lateral Mesoderm DevelopmentMMP7 8.157E-28
MMP7-Lens Fiber Cell DifferentiationLens Fiber Cell DifferentiationMMP7 -0.61113609 Lens Fiber Cell DifferentiationMMP7 7.7974E-29
MMP7-Lens Morphogenesis In Camera Type EyeLens Morphogenesis In Camera Type EyeMMP7 -0.60598325 Lens Morphogenesis In Camera Type EyeMMP7 2.9573E-28
MMP7-Leukocyte Adhesion To Arterial Endothelial CellLeukocyte Adhesion To Arterial Endothelial CellMMP7 -0.62340895 Leukocyte Adhesion To Arterial Endothelial CellMMP7 2.9473E-30
MMP7-Leukocyte Transendothelial MigrationLeukocyte Transendothelial MigrationMMP7 -0.69960835 Leukocyte Transendothelial MigrationMMP7 1.0267E-40
MMP7-Ligand Gated Ion Channel Signaling PathwayLigand Gated Ion Channel Signaling PathwayMMP7 -0.62430442 Ligand Gated Ion Channel Signaling PathwayMMP7 2.3076E-30
MMP7-Localization Within MembraneLocalization Within MembraneMMP7 -0.63298365 Localization Within MembraneMMP7 2.0656E-31
MMP7-Long Term DepressionLong Term DepressionMMP7 -0.62949218 Long Term DepressionMMP7 5.5039E-31
MMP7-Long Term MemoryLong Term MemoryMMP7 -0.68049567 Long Term MemoryMMP7 8.5702E-38
MMP7-Long Term PotentiationLong Term PotentiationMMP7 -0.61843066 Long Term PotentiationMMP7 1.1324E-29
MMP7-Long Term Synaptic DepressionLong Term Synaptic DepressionMMP7 -0.63228392 Long Term Synaptic DepressionMMP7 2.5164E-31
MMP7-Long Term Synaptic PotentiationLong Term Synaptic PotentiationMMP7 -0.70388119 Long Term Synaptic PotentiationMMP7 2.1201E-41
MMP7-Loss Of Function Of Smad2 3 In CancerLoss Of Function Of Smad2 3 In CancerMMP7 -0.69860768 Loss Of Function Of Smad2 3 In CancerMMP7 1.4796E-40
MMP7-Lung Vasculature DevelopmentLung Vasculature DevelopmentMMP7 -0.61028161 Lung Vasculature DevelopmentMMP7 9.7428E-29
MMP7-Lymph Vessel DevelopmentLymph Vessel DevelopmentMMP7 -0.78395831 Lymph Vessel DevelopmentMMP7 5.2656E-57
MMP7-Lymph Vessel MorphogenesisLymph Vessel MorphogenesisMMP7 -0.7820202 Lymph Vessel MorphogenesisMMP7 1.4983E-56
MMP7-LymphangiogenesisLymphangiogenesisMMP7 -0.75183905 LymphangiogenesisMMP7 4.966E-50
MMP7-Lymphatic Endothelial Cell DifferentiationLymphatic Endothelial Cell DifferentiationMMP7 -0.6192702 Lymphatic Endothelial Cell DifferentiationMMP7 9.0398E-30
MMP7-Lysosomal TransportLysosomal TransportMMP7 -0.6530928 Lysosomal TransportMMP7 5.6737E-34
MMP7-Maintenance Of Blood Brain BarrierMaintenance Of Blood Brain BarrierMMP7 -0.66095022 Maintenance Of Blood Brain BarrierMMP7 5.0041E-35
MMP7-Map2k And Mapk ActivationMap2k And Mapk ActivationMMP7 -0.6295713 Map2k And Mapk ActivationMMP7 5.3837E-31



MMP7-Mapk Signaling PathwayMapk Signaling PathwayMMP7 -0.63887625 Mapk Signaling PathwayMMP7 3.8393E-32
MMP7-Mast Cell MigrationMast Cell MigrationMMP7 -0.64316529 Mast Cell MigrationMMP7 1.1021E-32
MMP7-Maternal Process Involved In ParturitionMaternal Process Involved In ParturitionMMP7 -0.60277338 Maternal Process Involved In ParturitionMMP7 6.7025E-28
MMP7-Megakaryocyte DevelopmentMegakaryocyte DevelopmentMMP7 -0.64852604 Megakaryocyte DevelopmentMMP7 2.2516E-33
MMP7-MelanogenesisMelanogenesisMMP7 -0.61070524 MelanogenesisMMP7 8.7249E-29
MMP7-Membrane DepolarizationMembrane DepolarizationMMP7 -0.65963788 Membrane DepolarizationMMP7 7.5451E-35
MMP7-Membrane DockingMembrane DockingMMP7 -0.60516131 Membrane DockingMMP7 3.6498E-28
MMP7-Membrane FusionMembrane FusionMMP7 -0.6367192 Membrane FusionMMP7 7.1385E-32
MMP7-Membrane Raft AssemblyMembrane Raft AssemblyMMP7 -0.73685937 Membrane Raft AssemblyMMP7 3.9268E-47
MMP7-Membrane Raft OrganizationMembrane Raft OrganizationMMP7 -0.72774543 Membrane Raft OrganizationMMP7 1.8289E-45
MMP7-Met Activates Rap1 And Rac1Met Activates Rap1 And Rac1MMP7 -0.62293816 Met Activates Rap1 And Rac1MMP7 3.3509E-30
MMP7-Microvillus AssemblyMicrovillus AssemblyMMP7 -0.63259257 Microvillus AssemblyMMP7 2.3067E-31
MMP7-Microvillus OrganizationMicrovillus OrganizationMMP7 -0.61117604 Microvillus OrganizationMMP7 7.7164E-29
MMP7-Morphogenesis Of An Epithelial SheetMorphogenesis Of An Epithelial SheetMMP7 -0.71713563 Morphogenesis Of An Epithelial SheetMMP7 1.321E-43
MMP7-Muscarinic Acetylcholine ReceptorsMuscarinic Acetylcholine ReceptorsMMP7 -0.69096687 Muscarinic Acetylcholine ReceptorsMMP7 2.2936E-39
MMP7-Myeloid Cell HomeostasisMyeloid Cell HomeostasisMMP7 -0.62308466 Myeloid Cell HomeostasisMMP7 3.2198E-30
MMP7-Myoblast Fate CommitmentMyoblast Fate CommitmentMMP7 -0.63172645 Myoblast Fate CommitmentMMP7 2.944E-31
MMP7-Natural Killer Cell Cytokine ProductionNatural Killer Cell Cytokine ProductionMMP7 -0.6591098 Natural Killer Cell Cytokine ProductionMMP7 8.8955E-35
MMP7-Nef And Signal TransductionNef And Signal TransductionMMP7 -0.60974697 Nef And Signal TransductionMMP7 1.1196E-28
MMP7-Negative Regulation Of Actin Filament Bundle AssemblyNegative Regulation Of Actin Filament Bundle AssemblyMMP7 -0.81944021 Negative Regulation Of Actin Filament Bundle AssemblyMMP7 2.9999E-66
MMP7-Negative Regulation Of Adenylate Cyclase Activating Adrenergic Receptor Signaling PathwayNegative Regulation Of Adenylate Cyclase Activating Adrenergic Receptor Signaling PathwayMMP7 -0.60740669 Negative Regulation Of Adenylate Cyclase Activating Adrenergic Receptor Signaling PathwayMMP7 2.0512E-28
MMP7-Negative Regulation Of Axon Extension Involved In Axon GuidanceNegative Regulation Of Axon Extension Involved In Axon GuidanceMMP7 -0.65913116 Negative Regulation Of Axon Extension Involved In Axon GuidanceMMP7 8.8365E-35
MMP7-Negative Regulation Of Blood Vessel Endothelial Cell MigrationNegative Regulation Of Blood Vessel Endothelial Cell MigrationMMP7 -0.77301995 Negative Regulation Of Blood Vessel Endothelial Cell MigrationMMP7 1.6791E-54
MMP7-Negative Regulation Of Cardiac Muscle Tissue GrowthNegative Regulation Of Cardiac Muscle Tissue GrowthMMP7 -0.68791785 Negative Regulation Of Cardiac Muscle Tissue GrowthMMP7 6.6874E-39
MMP7-Negative Regulation Of Catalytic ActivityNegative Regulation Of Catalytic ActivityMMP7 -0.61573864 Negative Regulation Of Catalytic ActivityMMP7 2.3216E-29
MMP7-Negative Regulation Of Cell Adhesion Molecule ProductionNegative Regulation Of Cell Adhesion Molecule ProductionMMP7 -0.68266696 Negative Regulation Of Cell Adhesion Molecule ProductionMMP7 4.0958E-38
MMP7-Negative Regulation Of Cell Cell Adhesion Mediated By CadherinNegative Regulation Of Cell Cell Adhesion Mediated By CadherinMMP7 -0.67298932 Negative Regulation Of Cell Cell Adhesion Mediated By CadherinMMP7 1.0483E-36
MMP7-Negative Regulation Of Cell DevelopmentNegative Regulation Of Cell DevelopmentMMP7 -0.62439491 Negative Regulation Of Cell DevelopmentMMP7 2.2511E-30
MMP7-Negative Regulation Of Cell Migration Involved In Sprouting AngiogenesisNegative Regulation Of Cell Migration Involved In Sprouting AngiogenesisMMP7 -0.77861916 Negative Regulation Of Cell Migration Involved In Sprouting AngiogenesisMMP7 9.1491E-56
MMP7-Negative Regulation Of Cell Projection OrganizationNegative Regulation Of Cell Projection OrganizationMMP7 -0.6656312 Negative Regulation Of Cell Projection OrganizationMMP7 1.1372E-35
MMP7-Negative Regulation Of Cellular Component OrganizationNegative Regulation Of Cellular Component OrganizationMMP7 -0.61785235 Negative Regulation Of Cellular Component OrganizationMMP7 1.322E-29
MMP7-Negative Regulation Of Cellular Response To Insulin StimulusNegative Regulation Of Cellular Response To Insulin StimulusMMP7 -0.68126882 Negative Regulation Of Cellular Response To Insulin StimulusMMP7 6.5937E-38
MMP7-Negative Regulation Of Cellular Response To Vascular Endothelial Growth Factor StimulusNegative Regulation Of Cellular Response To Vascular Endothelial Growth Factor StimulusMMP7 -0.66873072 Negative Regulation Of Cellular Response To Vascular Endothelial Growth Factor StimulusMMP7 4.2007E-36
MMP7-Negative Regulation Of Chemokine C X C Motif Ligand 2 ProductionNegative Regulation Of Chemokine C X C Motif Ligand 2 ProductionMMP7 -0.68879664 Negative Regulation Of Chemokine C X C Motif Ligand 2 ProductionMMP7 4.9193E-39
MMP7-Negative Regulation Of Cytoskeleton OrganizationNegative Regulation Of Cytoskeleton OrganizationMMP7 -0.63490298 Negative Regulation Of Cytoskeleton OrganizationMMP7 1.1988E-31
MMP7-Negative Regulation Of Dendrite MorphogenesisNegative Regulation Of Dendrite MorphogenesisMMP7 -0.69507986 Negative Regulation Of Dendrite MorphogenesisMMP7 5.3013E-40
MMP7-Negative Regulation Of DephosphorylationNegative Regulation Of DephosphorylationMMP7 -0.70284551 Negative Regulation Of DephosphorylationMMP7 3.1156E-41
MMP7-Negative Regulation Of Developmental GrowthNegative Regulation Of Developmental GrowthMMP7 -0.71270025 Negative Regulation Of Developmental GrowthMMP7 7.4617E-43
MMP7-Negative Regulation Of Endothelial Cell Apoptotic ProcessNegative Regulation Of Endothelial Cell Apoptotic ProcessMMP7 -0.72706044 Negative Regulation Of Endothelial Cell Apoptotic ProcessMMP7 2.4257E-45
MMP7-Negative Regulation Of Endothelial Cell DifferentiationNegative Regulation Of Endothelial Cell DifferentiationMMP7 -0.76686596 Negative Regulation Of Endothelial Cell DifferentiationMMP7 3.7401E-53
MMP7-Negative Regulation Of Endothelial Cell ProliferationNegative Regulation Of Endothelial Cell ProliferationMMP7 -0.67123085 Negative Regulation Of Endothelial Cell ProliferationMMP7 1.8648E-36
MMP7-Negative Regulation Of Epithelial Cell Apoptotic ProcessNegative Regulation Of Epithelial Cell Apoptotic ProcessMMP7 -0.77238412 Negative Regulation Of Epithelial Cell Apoptotic ProcessMMP7 2.3244E-54
MMP7-Negative Regulation Of Epithelial Cell DifferentiationNegative Regulation Of Epithelial Cell DifferentiationMMP7 -0.61190243 Negative Regulation Of Epithelial Cell DifferentiationMMP7 6.3817E-29
MMP7-Negative Regulation Of Epithelial Cell MigrationNegative Regulation Of Epithelial Cell MigrationMMP7 -0.75420491 Negative Regulation Of Epithelial Cell MigrationMMP7 1.6569E-50
MMP7-Negative Regulation Of G0 To G1 TransitionNegative Regulation Of G0 To G1 TransitionMMP7 -0.69532549 Negative Regulation Of G0 To G1 TransitionMMP7 4.8535E-40
MMP7-Negative Regulation Of Glial Cell ProliferationNegative Regulation Of Glial Cell ProliferationMMP7 -0.67692659 Negative Regulation Of Glial Cell ProliferationMMP7 2.845E-37
MMP7-Negative Regulation Of GrowthNegative Regulation Of GrowthMMP7 -0.63540655 Negative Regulation Of GrowthMMP7 1.0387E-31
MMP7-Negative Regulation Of Gtpase ActivityNegative Regulation Of Gtpase ActivityMMP7 -0.68333271 Negative Regulation Of Gtpase ActivityMMP7 3.2618E-38
MMP7-Negative Regulation Of Interleukin 1 Beta ProductionNegative Regulation Of Interleukin 1 Beta ProductionMMP7 -0.64410054 Negative Regulation Of Interleukin 1 Beta ProductionMMP7 8.3732E-33
MMP7-Negative Regulation Of Interleukin 1 ProductionNegative Regulation Of Interleukin 1 ProductionMMP7 -0.66520162 Negative Regulation Of Interleukin 1 ProductionMMP7 1.3043E-35



MMP7-Negative Regulation Of Kinase ActivityNegative Regulation Of Kinase ActivityMMP7 -0.67353443 Negative Regulation Of Kinase ActivityMMP7 8.7616E-37
MMP7-Negative Regulation Of Lamellipodium OrganizationNegative Regulation Of Lamellipodium OrganizationMMP7 -0.66709952 Negative Regulation Of Lamellipodium OrganizationMMP7 7.1056E-36
MMP7-Negative Regulation Of Lipid Kinase ActivityNegative Regulation Of Lipid Kinase ActivityMMP7 -0.6652286 Negative Regulation Of Lipid Kinase ActivityMMP7 1.2932E-35
MMP7-Negative Regulation Of LocomotionNegative Regulation Of LocomotionMMP7 -0.61841873 Negative Regulation Of LocomotionMMP7 1.136E-29
MMP7-Negative Regulation Of Long Term Synaptic PotentiationNegative Regulation Of Long Term Synaptic PotentiationMMP7 -0.72580197 Negative Regulation Of Long Term Synaptic PotentiationMMP7 4.0661E-45
MMP7-Negative Regulation Of Membrane PermeabilityNegative Regulation Of Membrane PermeabilityMMP7 -0.6704202 Negative Regulation Of Membrane PermeabilityMMP7 2.4286E-36
MMP7-Negative Regulation Of Molecular FunctionNegative Regulation Of Molecular FunctionMMP7 -0.64567114 Negative Regulation Of Molecular FunctionMMP7 5.2667E-33
MMP7-Negative Regulation Of Multicellular Organismal ProcessNegative Regulation Of Multicellular Organismal ProcessMMP7 -0.63625802 Negative Regulation Of Multicellular Organismal ProcessMMP7 8.1455E-32
MMP7-Negative Regulation Of Muscle Cell DifferentiationNegative Regulation Of Muscle Cell DifferentiationMMP7 -0.68911036 Negative Regulation Of Muscle Cell DifferentiationMMP7 4.4073E-39
MMP7-Negative Regulation Of Necrotic Cell DeathNegative Regulation Of Necrotic Cell DeathMMP7 -0.62358064 Negative Regulation Of Necrotic Cell DeathMMP7 2.8124E-30
MMP7-Negative Regulation Of Nervous System DevelopmentNegative Regulation Of Nervous System DevelopmentMMP7 -0.67947439 Negative Regulation Of Nervous System DevelopmentMMP7 1.2102E-37
MMP7-Negative Regulation Of Nik Nf Kappab SignalingNegative Regulation Of Nik Nf Kappab SignalingMMP7 -0.60788797 Negative Regulation Of Nik Nf Kappab SignalingMMP7 1.8118E-28
MMP7-Negative Regulation Of Organ GrowthNegative Regulation Of Organ GrowthMMP7 -0.76540132 Negative Regulation Of Organ GrowthMMP7 7.7187E-53
MMP7-Negative Regulation Of Phosphatase ActivityNegative Regulation Of Phosphatase ActivityMMP7 -0.65709417 Negative Regulation Of Phosphatase ActivityMMP7 1.6626E-34
MMP7-Negative Regulation Of Phosphoprotein Phosphatase ActivityNegative Regulation Of Phosphoprotein Phosphatase ActivityMMP7 -0.64099782 Negative Regulation Of Phosphoprotein Phosphatase ActivityMMP7 2.076E-32
MMP7-Negative Regulation Of Phosphorus Metabolic ProcessNegative Regulation Of Phosphorus Metabolic ProcessMMP7 -0.70495568 Negative Regulation Of Phosphorus Metabolic ProcessMMP7 1.4196E-41
MMP7-Negative Regulation Of PhosphorylationNegative Regulation Of PhosphorylationMMP7 -0.6696137 Negative Regulation Of PhosphorylationMMP7 3.1561E-36
MMP7-Negative Regulation Of Programmed Necrotic Cell DeathNegative Regulation Of Programmed Necrotic Cell DeathMMP7 -0.67355869 Negative Regulation Of Programmed Necrotic Cell DeathMMP7 8.6918E-37
MMP7-Negative Regulation Of Proteasomal Protein Catabolic ProcessNegative Regulation Of Proteasomal Protein Catabolic ProcessMMP7 -0.61440758 Negative Regulation Of Proteasomal Protein Catabolic ProcessMMP7 3.3025E-29
MMP7-Negative Regulation Of Protein AutophosphorylationNegative Regulation Of Protein AutophosphorylationMMP7 -0.72663903 Negative Regulation Of Protein AutophosphorylationMMP7 2.8847E-45
MMP7-Negative Regulation Of Protein Catabolic ProcessNegative Regulation Of Protein Catabolic ProcessMMP7 -0.62677444 Negative Regulation Of Protein Catabolic ProcessMMP7 1.1701E-30
MMP7-Negative Regulation Of Protein DephosphorylationNegative Regulation Of Protein DephosphorylationMMP7 -0.69349556 Negative Regulation Of Protein DephosphorylationMMP7 9.3473E-40
MMP7-Negative Regulation Of Protein Kinase B SignalingNegative Regulation Of Protein Kinase B SignalingMMP7 -0.60996385 Negative Regulation Of Protein Kinase B SignalingMMP7 1.0582E-28
MMP7-Negative Regulation Of Protein Modification ProcessNegative Regulation Of Protein Modification ProcessMMP7 -0.67175166 Negative Regulation Of Protein Modification ProcessMMP7 1.573E-36
MMP7-Negative Regulation Of Proteolysis Involved In Cellular Protein Catabolic ProcessNegative Regulation Of Proteolysis Involved In Cellular Protein Catabolic ProcessMMP7 -0.60266498 Negative Regulation Of Proteolysis Involved In Cellular Protein Catabolic ProcessMMP7 6.8891E-28
MMP7-Negative Regulation Of Response To Cytokine StimulusNegative Regulation Of Response To Cytokine StimulusMMP7 -0.66988447 Negative Regulation Of Response To Cytokine StimulusMMP7 2.8906E-36
MMP7-Negative Regulation Of Rho Protein Signal TransductionNegative Regulation Of Rho Protein Signal TransductionMMP7 -0.7249116 Negative Regulation Of Rho Protein Signal TransductionMMP7 5.85E-45
MMP7-Negative Regulation Of Secondary Metabolite Biosynthetic ProcessNegative Regulation Of Secondary Metabolite Biosynthetic ProcessMMP7 -0.74061522 Negative Regulation Of Secondary Metabolite Biosynthetic ProcessMMP7 7.6959E-48
MMP7-Negative Regulation Of SecretionNegative Regulation Of SecretionMMP7 -0.62135806 Negative Regulation Of SecretionMMP7 5.1467E-30
MMP7-Negative Regulation Of Signal Transduction In Absence Of LigandNegative Regulation Of Signal Transduction In Absence Of LigandMMP7 -0.60693962 Negative Regulation Of Signal Transduction In Absence Of LigandMMP7 2.3133E-28
MMP7-Negative Regulation Of SignalingNegative Regulation Of SignalingMMP7 -0.60678526 Negative Regulation Of SignalingMMP7 2.407E-28
MMP7-Negative Regulation Of Small Gtpase Mediated Signal TransductionNegative Regulation Of Small Gtpase Mediated Signal TransductionMMP7 -0.81401741 Negative Regulation Of Small Gtpase Mediated Signal TransductionMMP7 1.0394E-64
MMP7-Negative Regulation Of Smooth Muscle Cell DifferentiationNegative Regulation Of Smooth Muscle Cell DifferentiationMMP7 -0.6853949 Negative Regulation Of Smooth Muscle Cell DifferentiationMMP7 1.6051E-38
MMP7-Negative Regulation Of Supramolecular Fiber OrganizationNegative Regulation Of Supramolecular Fiber OrganizationMMP7 -0.67881054 Negative Regulation Of Supramolecular Fiber OrganizationMMP7 1.5134E-37
MMP7-Negative Regulation Of The Pi3k Akt NetworkNegative Regulation Of The Pi3k Akt NetworkMMP7 -0.63302713 Negative Regulation Of The Pi3k Akt NetworkMMP7 2.0404E-31
MMP7-Negative Regulation Of Vascular Endothelial Growth Factor Receptor Signaling PathwayNegative Regulation Of Vascular Endothelial Growth Factor Receptor Signaling PathwayMMP7 -0.65560759 Negative Regulation Of Vascular Endothelial Growth Factor Receptor Signaling PathwayMMP7 2.629E-34
MMP7-Negative Regulation Of Vascular PermeabilityNegative Regulation Of Vascular PermeabilityMMP7 -0.7537635 Negative Regulation Of Vascular PermeabilityMMP7 2.0354E-50
MMP7-Negative Regulation Of Vasculature DevelopmentNegative Regulation Of Vasculature DevelopmentMMP7 -0.76381275 Negative Regulation Of Vasculature DevelopmentMMP7 1.6836E-52
MMP7-Negative Regulation Of VasoconstrictionNegative Regulation Of VasoconstrictionMMP7 -0.63461689 Negative Regulation Of VasoconstrictionMMP7 1.3004E-31
MMP7-Nerve Growth Factor Signaling PathwayNerve Growth Factor Signaling PathwayMMP7 -0.64670882 Nerve Growth Factor Signaling PathwayMMP7 3.8713E-33
MMP7-Netrin 1 SignalingNetrin 1 SignalingMMP7 -0.66668265 Netrin 1 SignalingMMP7 8.1229E-36
MMP7-Neural Plate MorphogenesisNeural Plate MorphogenesisMMP7 -0.61429659 Neural Plate MorphogenesisMMP7 3.4007E-29
MMP7-Neuromuscular Process Controlling PostureNeuromuscular Process Controlling PostureMMP7 -0.63935927 Neuromuscular Process Controlling PostureMMP7 3.3392E-32
MMP7-Neuron MaturationNeuron MaturationMMP7 -0.6974552 Neuron MaturationMMP7 2.2495E-40
MMP7-Neuron Projection ArborizationNeuron Projection ArborizationMMP7 -0.62219641 Neuron Projection ArborizationMMP7 4.1E-30
MMP7-Neuron Projection ExtensionNeuron Projection ExtensionMMP7 -0.66030117 Neuron Projection ExtensionMMP7 6.1325E-35
MMP7-Neuron Projection Extension Involved In Neuron Projection GuidanceNeuron Projection Extension Involved In Neuron Projection GuidanceMMP7 -0.71692659 Neuron Projection Extension Involved In Neuron Projection GuidanceMMP7 1.4343E-43
MMP7-Neuron RemodelingNeuron RemodelingMMP7 -0.68176113 Neuron RemodelingMMP7 5.5776E-38
MMP7-Neurotransmitter Receptor InternalizationNeurotransmitter Receptor InternalizationMMP7 -0.63260406 Neurotransmitter Receptor InternalizationMMP7 2.2993E-31
MMP7-Neutrophil HomeostasisNeutrophil HomeostasisMMP7 -0.66216391 Neutrophil HomeostasisMMP7 3.4166E-35



MMP7-Nitric Oxide Mediated Signal TransductionNitric Oxide Mediated Signal TransductionMMP7 -0.61577105 Nitric Oxide Mediated Signal TransductionMMP7 2.3017E-29
MMP7-Nitric Oxide TransportNitric Oxide TransportMMP7 -0.67596556 Nitric Oxide TransportMMP7 3.9187E-37
MMP7-Nostrin Mediated Enos TraffickingNostrin Mediated Enos TraffickingMMP7 -0.71988876 Nostrin Mediated Enos TraffickingMMP7 4.4345E-44
MMP7-Notch SignalingNotch SignalingMMP7 -0.69104329 Notch SignalingMMP7 2.2325E-39
MMP7-Notch Signaling Involved In Heart DevelopmentNotch Signaling Involved In Heart DevelopmentMMP7 -0.62868062 Notch Signaling Involved In Heart DevelopmentMMP7 6.8997E-31
MMP7-Notch Signaling PathwayNotch Signaling PathwayMMP7 -0.63078266 Notch Signaling PathwayMMP7 0.02442098
MMP7-Notch Signaling PathwayNotch Signaling PathwayMMP7 -0.63078266 Notch Signaling PathwayMMP7 3.837E-31
MMP7-Notch3 Intracellular Domain Regulates TranscriptionNotch3 Intracellular Domain Regulates TranscriptionMMP7 -0.68190377 Notch3 Intracellular Domain Regulates TranscriptionMMP7 5.3132E-38
MMP7-Notch4 Intracellular Domain Regulates TranscriptionNotch4 Intracellular Domain Regulates TranscriptionMMP7 -0.6721635 Notch4 Intracellular Domain Regulates TranscriptionMMP7 1.3746E-36
MMP7-Nr1h2 Nr1h3 Regulate Gene Expression To Control Bile Acid HomeostasisNr1h2 Nr1h3 Regulate Gene Expression To Control Bile Acid HomeostasisMMP7 -0.63672655 Nr1h2 Nr1h3 Regulate Gene Expression To Control Bile Acid HomeostasisMMP7 7.1235E-32
MMP7-Nr1h2 Nr1h3 Regulate Gene Expression To Limit Cholesterol UptakeNr1h2 Nr1h3 Regulate Gene Expression To Limit Cholesterol UptakeMMP7 -0.63086333 Nr1h2 Nr1h3 Regulate Gene Expression To Limit Cholesterol UptakeMMP7 3.7512E-31
MMP7-Nrage Signals Death Through JnkNrage Signals Death Through JnkMMP7 -0.66847065 Nrage Signals Death Through JnkMMP7 4.569E-36
MMP7-Ntrk2 Activates Rac1Ntrk2 Activates Rac1MMP7 -0.68917947 Ntrk2 Activates Rac1MMP7 4.3019E-39
MMP7-Nuclear Receptor Transcription PathwayNuclear Receptor Transcription PathwayMMP7 -0.65453053 Nuclear Receptor Transcription PathwayMMP7 3.6581E-34
MMP7-Oncogenic Mapk SignalingOncogenic Mapk SignalingMMP7 -0.66483549 Oncogenic Mapk SignalingMMP7 1.4657E-35
MMP7-Opioid SignallingOpioid SignallingMMP7 -0.62812936 Opioid SignallingMMP7 8.0415E-31
MMP7-Organelle FusionOrganelle FusionMMP7 -0.61956492 Organelle FusionMMP7 8.351E-30
MMP7-Organelle Membrane FusionOrganelle Membrane FusionMMP7 -0.67023926 Organelle Membrane FusionMMP7 2.5759E-36
MMP7-P130cas Linkage To Mapk Signaling For IntegrinsP130cas Linkage To Mapk Signaling For IntegrinsMMP7 -0.60295553 P130cas Linkage To Mapk Signaling For IntegrinsMMP7 6.4E-28
MMP7-P75 Ntr Receptor Mediated SignallingP75 Ntr Receptor Mediated SignallingMMP7 -0.63090761 P75 Ntr Receptor Mediated SignallingMMP7 3.7049E-31
MMP7-ParturitionParturition MMP7 -0.77371764 Parturition MMP7 1.1738E-54
MMP7-Peptidyl Tyrosine AutophosphorylationPeptidyl Tyrosine AutophosphorylationMMP7 -0.71879547 Peptidyl Tyrosine AutophosphorylationMMP7 6.8512E-44
MMP7-Phosphatidylinositol Metabolic ProcessPhosphatidylinositol Metabolic ProcessMMP7 -0.62879856 Phosphatidylinositol Metabolic ProcessMMP7 6.677E-31
MMP7-Phosphatidylinositol Signaling SystemPhosphatidylinositol Signaling SystemMMP7 -0.63119889 Phosphatidylinositol Signaling SystemMMP7 3.4143E-31
MMP7-Phospholipase C Activating G Protein Coupled Receptor Signaling PathwayPhospholipase C Activating G Protein Coupled Receptor Signaling PathwayMMP7 -0.74378009 Phospholipase C Activating G Protein Coupled Receptor Signaling PathwayMMP7 1.9066E-48
MMP7-Phospholipid Metabolic ProcessPhospholipid Metabolic ProcessMMP7 -0.60175931 Phospholipid Metabolic ProcessMMP7 8.6629E-28
MMP7-Plasma Membrane OrganizationPlasma Membrane OrganizationMMP7 -0.68621544 Plasma Membrane OrganizationMMP7 1.2085E-38
MMP7-Plasma Membrane Phospholipid ScramblingPlasma Membrane Phospholipid ScramblingMMP7 -0.64587949 Plasma Membrane Phospholipid ScramblingMMP7 4.9515E-33
MMP7-Plasma Membrane Raft AssemblyPlasma Membrane Raft AssemblyMMP7 -0.76901357 Plasma Membrane Raft AssemblyMMP7 1.2802E-53
MMP7-Plasma Membrane Raft OrganizationPlasma Membrane Raft OrganizationMMP7 -0.70824737 Plasma Membrane Raft OrganizationMMP7 4.107E-42
MMP7-Platelet ActivationPlatelet ActivationMMP7 -0.60604942 Platelet ActivationMMP7 2.9075E-28
MMP7-Platelet AggregationPlatelet AggregationMMP7 -0.6367175 Platelet AggregationMMP7 7.142E-32
MMP7-Positive Regulation Of Actin Cytoskeleton ReorganizationPositive Regulation Of Actin Cytoskeleton ReorganizationMMP7 -0.63936298 Positive Regulation Of Actin Cytoskeleton ReorganizationMMP7 3.3356E-32
MMP7-Positive Regulation Of Actin Filament Bundle AssemblyPositive Regulation Of Actin Filament Bundle AssemblyMMP7 -0.73710505 Positive Regulation Of Actin Filament Bundle AssemblyMMP7 3.5328E-47
MMP7-Positive Regulation Of Ampa Receptor ActivityPositive Regulation Of Ampa Receptor ActivityMMP7 -0.64956236 Positive Regulation Of Ampa Receptor ActivityMMP7 1.6502E-33
MMP7-Positive Regulation Of Autophagosome MaturationPositive Regulation Of Autophagosome MaturationMMP7 -0.61547102 Positive Regulation Of Autophagosome MaturationMMP7 2.4924E-29
MMP7-Positive Regulation Of AutophagyPositive Regulation Of AutophagyMMP7 -0.6718951 Positive Regulation Of AutophagyMMP7 1.5008E-36
MMP7-Positive Regulation Of Axon ExtensionPositive Regulation Of Axon ExtensionMMP7 -0.69804054 Positive Regulation Of Axon ExtensionMMP7 1.8188E-40
MMP7-Positive Regulation Of Axon Extension Involved In Axon GuidancePositive Regulation Of Axon Extension Involved In Axon GuidanceMMP7 -0.67196413 Positive Regulation Of Axon Extension Involved In Axon GuidanceMMP7 1.4673E-36
MMP7-Positive Regulation Of AxonogenesisPositive Regulation Of AxonogenesisMMP7 -0.66569825 Positive Regulation Of AxonogenesisMMP7 1.1131E-35
MMP7-Positive Regulation Of B Cell Receptor Signaling PathwayPositive Regulation Of B Cell Receptor Signaling PathwayMMP7 -0.62374978 Positive Regulation Of B Cell Receptor Signaling PathwayMMP7 2.6855E-30
MMP7-Positive Regulation Of Basement Membrane Assembly Involved In Embryonic Body MorphogenesisPositive Regulation Of Basement Membrane Assembly Involved In Embryonic Body MorphogenesisMMP7 -0.63521032 Positive Regulation Of Basement Membrane Assembly Involved In Embryonic Body MorphogenesisMMP7 1.0984E-31
MMP7-Positive Regulation Of Blood Brain Barrier PermeabilityPositive Regulation Of Blood Brain Barrier PermeabilityMMP7 -0.67610038 Positive Regulation Of Blood Brain Barrier PermeabilityMMP7 3.7469E-37
MMP7-Positive Regulation Of Blood Vessel Endothelial Cell MigrationPositive Regulation Of Blood Vessel Endothelial Cell MigrationMMP7 -0.68663159 Positive Regulation Of Blood Vessel Endothelial Cell MigrationMMP7 1.0462E-38
MMP7-Positive Regulation Of Bmp Signaling PathwayPositive Regulation Of Bmp Signaling PathwayMMP7 -0.66984567 Positive Regulation Of Bmp Signaling PathwayMMP7 2.9273E-36
MMP7-Positive Regulation Of Camp Dependent Protein Kinase ActivityPositive Regulation Of Camp Dependent Protein Kinase ActivityMMP7 -0.69681951 Positive Regulation Of Camp Dependent Protein Kinase ActivityMMP7 2.8319E-40
MMP7-Positive Regulation Of Catabolic ProcessPositive Regulation Of Catabolic ProcessMMP7 -0.69905391 Positive Regulation Of Catabolic ProcessMMP7 1.2573E-40
MMP7-Positive Regulation Of Cd4 Positive Alpha Beta T Cell ProliferationPositive Regulation Of Cd4 Positive Alpha Beta T Cell ProliferationMMP7 -0.63911252 Positive Regulation Of Cd4 Positive Alpha Beta T Cell ProliferationMMP7 3.586E-32
MMP7-Positive Regulation Of Cell GrowthPositive Regulation Of Cell GrowthMMP7 -0.7155457 Positive Regulation Of Cell GrowthMMP7 2.4665E-43
MMP7-Positive Regulation Of Cell Matrix AdhesionPositive Regulation Of Cell Matrix AdhesionMMP7 -0.76383492 Positive Regulation Of Cell Matrix AdhesionMMP7 1.6655E-52



MMP7-Positive Regulation Of Cell Migration By Vascular Endothelial Growth Factor Signaling PathwayPositive Regulation Of Cell Migration By Vascular Endothelial Growth Factor Signaling PathwayMMP7 -0.76943939 Positive Regulation Of Cell Migration By Vascular Endothelial Growth Factor Signaling PathwayMMP7 1.0336E-53
MMP7-Positive Regulation Of Cell Substrate AdhesionPositive Regulation Of Cell Substrate AdhesionMMP7 -0.7764752 Positive Regulation Of Cell Substrate AdhesionMMP7 2.8157E-55
MMP7-Positive Regulation Of Cell Substrate Junction OrganizationPositive Regulation Of Cell Substrate Junction OrganizationMMP7 -0.72120213 Positive Regulation Of Cell Substrate Junction OrganizationMMP7 2.6223E-44
MMP7-Positive Regulation Of Cellular Component BiogenesisPositive Regulation Of Cellular Component BiogenesisMMP7 -0.69108858 Positive Regulation Of Cellular Component BiogenesisMMP7 2.1971E-39
MMP7-Positive Regulation Of Cellular Component OrganizationPositive Regulation Of Cellular Component OrganizationMMP7 -0.65109596 Positive Regulation Of Cellular Component OrganizationMMP7 1.0397E-33
MMP7-Positive Regulation Of Cellular Protein Catabolic ProcessPositive Regulation Of Cellular Protein Catabolic ProcessMMP7 -0.66638064 Positive Regulation Of Cellular Protein Catabolic ProcessMMP7 8.9485E-36
MMP7-Positive Regulation Of Cholesterol EffluxPositive Regulation Of Cholesterol EffluxMMP7 -0.66746942 Positive Regulation Of Cholesterol EffluxMMP7 6.3091E-36
MMP7-Positive Regulation Of Cholesterol StoragePositive Regulation Of Cholesterol StorageMMP7 -0.67148965 Positive Regulation Of Cholesterol StorageMMP7 1.7136E-36
MMP7-Positive Regulation Of Circadian Sleep Wake Cycle SleepPositive Regulation Of Circadian Sleep Wake Cycle SleepMMP7 -0.61709288 Positive Regulation Of Circadian Sleep Wake Cycle SleepMMP7 1.6193E-29
MMP7-Positive Regulation Of CoagulationPositive Regulation Of CoagulationMMP7 -0.60329225 Positive Regulation Of CoagulationMMP7 5.8758E-28
MMP7-Positive Regulation Of Cold Induced ThermogenesisPositive Regulation Of Cold Induced ThermogenesisMMP7 -0.69775456 Positive Regulation Of Cold Induced ThermogenesisMMP7 2.0179E-40
MMP7-Positive Regulation Of Cytoskeleton OrganizationPositive Regulation Of Cytoskeleton OrganizationMMP7 -0.71574582 Positive Regulation Of Cytoskeleton OrganizationMMP7 2.2806E-43
MMP7-Positive Regulation Of Deacetylase ActivityPositive Regulation Of Deacetylase ActivityMMP7 -0.66277514 Positive Regulation Of Deacetylase ActivityMMP7 2.8174E-35
MMP7-Positive Regulation Of DephosphorylationPositive Regulation Of DephosphorylationMMP7 -0.62789349 Positive Regulation Of DephosphorylationMMP7 8.5852E-31
MMP7-Positive Regulation Of Developmental GrowthPositive Regulation Of Developmental GrowthMMP7 -0.62663032 Positive Regulation Of Developmental GrowthMMP7 1.2176E-30
MMP7-Positive Regulation Of Developmental ProcessPositive Regulation Of Developmental ProcessMMP7 -0.61434892 Positive Regulation Of Developmental ProcessMMP7 3.3541E-29
MMP7-Positive Regulation Of Dna Binding Transcription Factor ActivityPositive Regulation Of Dna Binding Transcription Factor ActivityMMP7 -0.65039831 Positive Regulation Of Dna Binding Transcription Factor ActivityMMP7 1.2833E-33
MMP7-Positive Regulation Of Early Endosome To Late Endosome TransportPositive Regulation Of Early Endosome To Late Endosome TransportMMP7 -0.67672637 Positive Regulation Of Early Endosome To Late Endosome TransportMMP7 3.0416E-37
MMP7-Positive Regulation Of EndocytosisPositive Regulation Of EndocytosisMMP7 -0.64782609 Positive Regulation Of EndocytosisMMP7 2.7755E-33
MMP7-Positive Regulation Of Endothelial Cell Apoptotic ProcessPositive Regulation Of Endothelial Cell Apoptotic ProcessMMP7 -0.69692621 Positive Regulation Of Endothelial Cell Apoptotic ProcessMMP7 2.7247E-40
MMP7-Positive Regulation Of Endothelial Cell Chemotaxis By Vegf Activated Vascular Endothelial Growth Factor Receptor Signaling PathwayPositive Regulation Of Endothelial Cell Chemotaxis By Vegf Activated Vascular Endothelial Growth Factor Receptor Signaling PathwayMMP7 -0.75222227 Positive Regulation Of Endothelial Cell Chemotaxis By Vegf Activated Vascular Endothelial Growth Factor Receptor Signaling PathwayMMP7 4.1606E-50
MMP7-Positive Regulation Of Endothelial Cell DifferentiationPositive Regulation Of Endothelial Cell DifferentiationMMP7 -0.6998151 Positive Regulation Of Endothelial Cell DifferentiationMMP7 9.5187E-41
MMP7-Positive Regulation Of Endothelial Cell Matrix Adhesion Via FibronectinPositive Regulation Of Endothelial Cell Matrix Adhesion Via FibronectinMMP7 -0.6315761 Positive Regulation Of Endothelial Cell Matrix Adhesion Via FibronectinMMP7 3.0711E-31
MMP7-Positive Regulation Of Endothelial Cell MigrationPositive Regulation Of Endothelial Cell MigrationMMP7 -0.75264998 Positive Regulation Of Endothelial Cell MigrationMMP7 3.4136E-50
MMP7-Positive Regulation Of Endothelial Cell ProliferationPositive Regulation Of Endothelial Cell ProliferationMMP7 -0.64070106 Positive Regulation Of Endothelial Cell ProliferationMMP7 2.2631E-32
MMP7-Positive Regulation Of Epithelial Cell Apoptotic ProcessPositive Regulation Of Epithelial Cell Apoptotic ProcessMMP7 -0.70366324 Positive Regulation Of Epithelial Cell Apoptotic ProcessMMP7 2.2993E-41
MMP7-Positive Regulation Of Epithelial Cell MigrationPositive Regulation Of Epithelial Cell MigrationMMP7 -0.75712258 Positive Regulation Of Epithelial Cell MigrationMMP7 4.2062E-51
MMP7-Positive Regulation Of Establishment Of Protein LocalizationPositive Regulation Of Establishment Of Protein LocalizationMMP7 -0.60051937 Positive Regulation Of Establishment Of Protein LocalizationMMP7 1.1841E-27
MMP7-Positive Regulation Of Filopodium AssemblyPositive Regulation Of Filopodium AssemblyMMP7 -0.6098966 Positive Regulation Of Filopodium AssemblyMMP7 1.0769E-28
MMP7-Positive Regulation Of Focal Adhesion AssemblyPositive Regulation Of Focal Adhesion AssemblyMMP7 -0.65675752 Positive Regulation Of Focal Adhesion AssemblyMMP7 1.8448E-34
MMP7-Positive Regulation Of GrowthPositive Regulation Of GrowthMMP7 -0.73861596 Positive Regulation Of GrowthMMP7 1.8388E-47
MMP7-Positive Regulation Of Gtpase ActivityPositive Regulation Of Gtpase ActivityMMP7 -0.70887905 Positive Regulation Of Gtpase ActivityMMP7 3.2308E-42
MMP7-Positive Regulation Of Histone Deacetylase ActivityPositive Regulation Of Histone Deacetylase ActivityMMP7 -0.71999088 Positive Regulation Of Histone Deacetylase ActivityMMP7 4.2574E-44
MMP7-Positive Regulation Of Histone DeacetylationPositive Regulation Of Histone DeacetylationMMP7 -0.67172364 Positive Regulation Of Histone DeacetylationMMP7 1.5874E-36
MMP7-Positive Regulation Of Histone ModificationPositive Regulation Of Histone ModificationMMP7 -0.6411215 Positive Regulation Of Histone ModificationMMP7 2.0026E-32
MMP7-Positive Regulation Of Histone PhosphorylationPositive Regulation Of Histone PhosphorylationMMP7 -0.64060412 Positive Regulation Of Histone PhosphorylationMMP7 2.3277E-32
MMP7-Positive Regulation Of Hydrolase ActivityPositive Regulation Of Hydrolase ActivityMMP7 -0.64762152 Positive Regulation Of Hydrolase ActivityMMP7 2.9501E-33
MMP7-Positive Regulation Of Intracellular TransportPositive Regulation Of Intracellular TransportMMP7 -0.68285696 Positive Regulation Of Intracellular TransportMMP7 3.8383E-38
MMP7-Positive Regulation Of Ion TransportPositive Regulation Of Ion TransportMMP7 -0.60584334 Positive Regulation Of Ion TransportMMP7 3.0652E-28
MMP7-Positive Regulation Of Jun Kinase ActivityPositive Regulation Of Jun Kinase ActivityMMP7 -0.63799023 Positive Regulation Of Jun Kinase ActivityMMP7 4.9562E-32
MMP7-Positive Regulation Of Lipase ActivityPositive Regulation Of Lipase ActivityMMP7 -0.72901403 Positive Regulation Of Lipase ActivityMMP7 1.0816E-45
MMP7-Positive Regulation Of Lipid Metabolic ProcessPositive Regulation Of Lipid Metabolic ProcessMMP7 -0.6458696 Positive Regulation Of Lipid Metabolic ProcessMMP7 4.966E-33
MMP7-Positive Regulation Of Long Term Synaptic PotentiationPositive Regulation Of Long Term Synaptic PotentiationMMP7 -0.65039202 Positive Regulation Of Long Term Synaptic PotentiationMMP7 1.2857E-33
MMP7-Positive Regulation Of MacroautophagyPositive Regulation Of MacroautophagyMMP7 -0.67734169 Positive Regulation Of MacroautophagyMMP7 2.4766E-37
MMP7-Positive Regulation Of Mast Cell ChemotaxisPositive Regulation Of Mast Cell ChemotaxisMMP7 -0.73043921 Positive Regulation Of Mast Cell ChemotaxisMMP7 5.9737E-46
MMP7-Positive Regulation Of Molecular FunctionPositive Regulation Of Molecular FunctionMMP7 -0.61708133 Positive Regulation Of Molecular FunctionMMP7 1.6243E-29
MMP7-Positive Regulation Of Natural Killer Cell DifferentiationPositive Regulation Of Natural Killer Cell DifferentiationMMP7 -0.62160157 Positive Regulation Of Natural Killer Cell DifferentiationMMP7 4.8181E-30
MMP7-Positive Regulation Of Natural Killer Cell Mediated Immune Response To Tumor CellPositive Regulation Of Natural Killer Cell Mediated Immune Response To Tumor CellMMP7 -0.6121246 Positive Regulation Of Natural Killer Cell Mediated Immune Response To Tumor CellMMP7 6.021E-29
MMP7-Positive Regulation Of Neuron Projection RegenerationPositive Regulation Of Neuron Projection RegenerationMMP7 -0.74875015 Positive Regulation Of Neuron Projection RegenerationMMP7 2.0434E-49
MMP7-Positive Regulation Of Penile ErectionPositive Regulation Of Penile ErectionMMP7 -0.71728229 Positive Regulation Of Penile ErectionMMP7 1.2468E-43



MMP7-Positive Regulation Of Peptidyl Serine PhosphorylationPositive Regulation Of Peptidyl Serine PhosphorylationMMP7 -0.63923374 Positive Regulation Of Peptidyl Serine PhosphorylationMMP7 3.4626E-32
MMP7-Positive Regulation Of Phospholipase A2 ActivityPositive Regulation Of Phospholipase A2 ActivityMMP7 -0.71283906 Positive Regulation Of Phospholipase A2 ActivityMMP7 7.0717E-43
MMP7-Positive Regulation Of Phosphorus Metabolic ProcessPositive Regulation Of Phosphorus Metabolic ProcessMMP7 -0.66926393 Positive Regulation Of Phosphorus Metabolic ProcessMMP7 3.535E-36
MMP7-Positive Regulation Of Protein BindingPositive Regulation Of Protein BindingMMP7 -0.67989273 Positive Regulation Of Protein BindingMMP7 1.0508E-37
MMP7-Positive Regulation Of Protein Catabolic ProcessPositive Regulation Of Protein Catabolic ProcessMMP7 -0.67789087 Positive Regulation Of Protein Catabolic ProcessMMP7 2.0607E-37
MMP7-Positive Regulation Of Protein Containing Complex AssemblyPositive Regulation Of Protein Containing Complex AssemblyMMP7 -0.60984205 Positive Regulation Of Protein Containing Complex AssemblyMMP7 1.0923E-28
MMP7-Positive Regulation Of Protein DeacetylationPositive Regulation Of Protein DeacetylationMMP7 -0.66456818 Positive Regulation Of Protein DeacetylationMMP7 1.5959E-35
MMP7-Positive Regulation Of Protein Kinase C SignalingPositive Regulation Of Protein Kinase C SignalingMMP7 -0.69831497 Positive Regulation Of Protein Kinase C SignalingMMP7 1.646E-40
MMP7-Positive Regulation Of Protein Metabolic ProcessPositive Regulation Of Protein Metabolic ProcessMMP7 -0.61721575 Positive Regulation Of Protein Metabolic ProcessMMP7 1.5671E-29
MMP7-Positive Regulation Of Protein Modification ProcessPositive Regulation Of Protein Modification ProcessMMP7 -0.66192651 Positive Regulation Of Protein Modification ProcessMMP7 3.6819E-35
MMP7-Positive Regulation Of Protein PhosphorylationPositive Regulation Of Protein PhosphorylationMMP7 -0.64028088 Positive Regulation Of Protein PhosphorylationMMP7 2.5568E-32
MMP7-Positive Regulation Of Protein PolymerizationPositive Regulation Of Protein PolymerizationMMP7 -0.69927211 Positive Regulation Of Protein PolymerizationMMP7 1.161E-40
MMP7-Positive Regulation Of Proteolysis Involved In Cellular Protein Catabolic ProcessPositive Regulation Of Proteolysis Involved In Cellular Protein Catabolic ProcessMMP7 -0.63522377 Positive Regulation Of Proteolysis Involved In Cellular Protein Catabolic ProcessMMP7 1.0942E-31
MMP7-Positive Regulation Of Receptor Catabolic ProcessPositive Regulation Of Receptor Catabolic ProcessMMP7 -0.6678589 Positive Regulation Of Receptor Catabolic ProcessMMP7 5.5656E-36
MMP7-Positive Regulation Of Response To WoundingPositive Regulation Of Response To WoundingMMP7 -0.62855678 Positive Regulation Of Response To WoundingMMP7 7.1413E-31
MMP7-Positive Regulation Of Skeletal Muscle Tissue RegenerationPositive Regulation Of Skeletal Muscle Tissue RegenerationMMP7 -0.62908364 Positive Regulation Of Skeletal Muscle Tissue RegenerationMMP7 6.1676E-31
MMP7-Positive Regulation Of Sprouting AngiogenesisPositive Regulation Of Sprouting AngiogenesisMMP7 -0.67012115 Positive Regulation Of Sprouting AngiogenesisMMP7 2.6767E-36
MMP7-Positive Regulation Of Steroid Metabolic ProcessPositive Regulation Of Steroid Metabolic ProcessMMP7 -0.64601367 Positive Regulation Of Steroid Metabolic ProcessMMP7 4.7585E-33
MMP7-Positive Regulation Of Sterol TransportPositive Regulation Of Sterol TransportMMP7 -0.66219579 Positive Regulation Of Sterol TransportMMP7 3.3825E-35
MMP7-Positive Regulation Of Stress Fiber AssemblyPositive Regulation Of Stress Fiber AssemblyMMP7 -0.70383827 Positive Regulation Of Stress Fiber AssemblyMMP7 2.1543E-41
MMP7-Positive Regulation Of Substrate Adhesion Dependent Cell SpreadingPositive Regulation Of Substrate Adhesion Dependent Cell SpreadingMMP7 -0.68951997 Positive Regulation Of Substrate Adhesion Dependent Cell SpreadingMMP7 3.8175E-39
MMP7-Positive Regulation Of Supramolecular Fiber OrganizationPositive Regulation Of Supramolecular Fiber OrganizationMMP7 -0.73430118 Positive Regulation Of Supramolecular Fiber OrganizationMMP7 1.1728E-46
MMP7-Positive Regulation Of T Helper 2 Cell Cytokine ProductionPositive Regulation Of T Helper 2 Cell Cytokine ProductionMMP7 -0.67018346 Positive Regulation Of T Helper 2 Cell Cytokine ProductionMMP7 2.623E-36
MMP7-Positive Regulation Of TransportPositive Regulation Of TransportMMP7 -0.68500065 Positive Regulation Of TransportMMP7 1.839E-38
MMP7-Positive Regulation Of Triglyceride Lipase ActivityPositive Regulation Of Triglyceride Lipase ActivityMMP7 -0.68901033 Positive Regulation Of Triglyceride Lipase ActivityMMP7 4.5646E-39
MMP7-Positive Regulation Of Ubiquitin Dependent Protein Catabolic ProcessPositive Regulation Of Ubiquitin Dependent Protein Catabolic ProcessMMP7 -0.61811657 Positive Regulation Of Ubiquitin Dependent Protein Catabolic ProcessMMP7 1.2318E-29
MMP7-Positive Regulation Of Urine VolumePositive Regulation Of Urine VolumeMMP7 -0.76957936 Positive Regulation Of Urine VolumeMMP7 9.6336E-54
MMP7-Positive Regulation Of Vasculature DevelopmentPositive Regulation Of Vasculature DevelopmentMMP7 -0.72554276 Positive Regulation Of Vasculature DevelopmentMMP7 4.521E-45
MMP7-Positive Regulation Of VasculogenesisPositive Regulation Of VasculogenesisMMP7 -0.82729824 Positive Regulation Of VasculogenesisMMP7 1.4184E-68
MMP7-Positive Regulation Of VasoconstrictionPositive Regulation Of VasoconstrictionMMP7 -0.6423932 Positive Regulation Of VasoconstrictionMMP7 1.3818E-32
MMP7-Post Embryonic Camera Type Eye DevelopmentPost Embryonic Camera Type Eye DevelopmentMMP7 -0.63131181 Post Embryonic Camera Type Eye DevelopmentMMP7 3.3077E-31
MMP7-Postsynaptic Neurotransmitter Receptor InternalizationPostsynaptic Neurotransmitter Receptor InternalizationMMP7 -0.65780678 Postsynaptic Neurotransmitter Receptor InternalizationMMP7 1.3335E-34
MMP7-Pre Notch Processing In GolgiPre Notch Processing In GolgiMMP7 -0.6158915 Pre Notch Processing In GolgiMMP7 2.2293E-29
MMP7-Primitive HemopoiesisPrimitive HemopoiesisMMP7 -0.71319347 Primitive HemopoiesisMMP7 6.1649E-43
MMP7-Prolonged Erk Activation EventsProlonged Erk Activation EventsMMP7 -0.65594548 Prolonged Erk Activation EventsMMP7 2.3695E-34
MMP7-Protein AutophosphorylationProtein AutophosphorylationMMP7 -0.66333715 Protein AutophosphorylationMMP7 2.3586E-35
MMP7-Protein DephosphorylationProtein DephosphorylationMMP7 -0.64570749 Protein DephosphorylationMMP7 5.2103E-33
MMP7-Protein Import Into Peroxisome MembraneProtein Import Into Peroxisome MembraneMMP7 -0.63181923 Protein Import Into Peroxisome MembraneMMP7 2.8681E-31
MMP7-Protein Kinase C SignalingProtein Kinase C SignalingMMP7 -0.74848898 Protein Kinase C SignalingMMP7 2.3009E-49
MMP7-Protein Lipid Complex AssemblyProtein Lipid Complex AssemblyMMP7 -0.60608078 Protein Lipid Complex AssemblyMMP7 2.8842E-28
MMP7-Protein Localization To Cell PeripheryProtein Localization To Cell PeripheryMMP7 -0.70024221 Protein Localization To Cell PeripheryMMP7 8.1392E-41
MMP7-Protein Localization To Cell SurfaceProtein Localization To Cell SurfaceMMP7 -0.61604978 Protein Localization To Cell SurfaceMMP7 2.1375E-29
MMP7-Protein Localization To EndosomeProtein Localization To EndosomeMMP7 -0.63953876 Protein Localization To EndosomeMMP7 3.1702E-32
MMP7-Protein Localization To Plasma MembraneProtein Localization To Plasma MembraneMMP7 -0.68661829 Protein Localization To Plasma MembraneMMP7 1.051E-38
MMP7-Ptk6 Regulates Rho Gtpases Ras Gtpase And Map KinasesPtk6 Regulates Rho Gtpases Ras Gtpase And Map KinasesMMP7 -0.61459416 Ptk6 Regulates Rho Gtpases Ras Gtpase And Map KinasesMMP7 3.1437E-29
MMP7-Pulmonary Valve DevelopmentPulmonary Valve DevelopmentMMP7 -0.64963241 Pulmonary Valve DevelopmentMMP7 1.6159E-33
MMP7-Rab Regulation Of TraffickingRab Regulation Of TraffickingMMP7 -0.61656096 Rab Regulation Of TraffickingMMP7 1.8658E-29
MMP7-Rac Protein Signal TransductionRac Protein Signal TransductionMMP7 -0.69848989 Rac Protein Signal TransductionMMP7 1.5444E-40
MMP7-Rac1 Gtpase CycleRac1 Gtpase CycleMMP7 -0.73170186 Rac1 Gtpase CycleMMP7 3.5191E-46
MMP7-Rac3 Gtpase CycleRac3 Gtpase CycleMMP7 -0.67369427 Rac3 Gtpase CycleMMP7 8.3121E-37



MMP7-Rap Protein Signal TransductionRap Protein Signal TransductionMMP7 -0.63549747 Rap Protein Signal TransductionMMP7 1.0121E-31
MMP7-Rap1 SignallingRap1 SignallingMMP7 -0.66067256 Rap1 SignallingMMP7 5.4593E-35
MMP7-Ras Protein Signal TransductionRas Protein Signal TransductionMMP7 -0.7421293 Ras Protein Signal TransductionMMP7 3.9578E-48
MMP7-Reactive Nitrogen Species Metabolic ProcessReactive Nitrogen Species Metabolic ProcessMMP7 -0.63364817 Reactive Nitrogen Species Metabolic ProcessMMP7 1.7117E-31
MMP7-Receptor InternalizationReceptor InternalizationMMP7 -0.68047804 Receptor InternalizationMMP7 8.6215E-38
MMP7-Receptor Mediated EndocytosisReceptor Mediated EndocytosisMMP7 -0.61587843 Receptor Mediated EndocytosisMMP7 2.237E-29
MMP7-Receptor Mediated Endocytosis Involved In Cholesterol TransportReceptor Mediated Endocytosis Involved In Cholesterol TransportMMP7 -0.66759814 Receptor Mediated Endocytosis Involved In Cholesterol TransportMMP7 6.0531E-36
MMP7-Receptor Metabolic ProcessReceptor Metabolic ProcessMMP7 -0.68739778 Receptor Metabolic ProcessMMP7 8.016E-39
MMP7-Receptor RecyclingReceptor RecyclingMMP7 -0.60681434 Receptor RecyclingMMP7 2.3891E-28
MMP7-Recognition Of Apoptotic CellRecognition Of Apoptotic CellMMP7 -0.70608944 Recognition Of Apoptotic CellMMP7 9.2784E-42
MMP7-Regulation Of Actin CytoskeletonRegulation Of Actin CytoskeletonMMP7 -0.64634047 Regulation Of Actin CytoskeletonMMP7 4.3188E-33
MMP7-Regulation Of Actin Cytoskeleton ReorganizationRegulation Of Actin Cytoskeleton ReorganizationMMP7 -0.73865588 Regulation Of Actin Cytoskeleton ReorganizationMMP7 1.8072E-47
MMP7-Regulation Of Actin Filament Based ProcessRegulation Of Actin Filament Based ProcessMMP7 -0.75155649 Regulation Of Actin Filament Based ProcessMMP7 5.6569E-50
MMP7-Regulation Of Actin Filament Bundle AssemblyRegulation Of Actin Filament Bundle AssemblyMMP7 -0.80271977 Regulation Of Actin Filament Bundle AssemblyMMP7 1.17E-61
MMP7-Regulation Of Actin Filament OrganizationRegulation Of Actin Filament OrganizationMMP7 -0.7240491 Regulation Of Actin Filament OrganizationMMP7 8.3099E-45
MMP7-Regulation Of Actomyosin Structure OrganizationRegulation Of Actomyosin Structure OrganizationMMP7 -0.76673773 Regulation Of Actomyosin Structure OrganizationMMP7 3.9858E-53
MMP7-Regulation Of Adherens Junction OrganizationRegulation Of Adherens Junction OrganizationMMP7 -0.75313482 Regulation Of Adherens Junction OrganizationMMP7 2.7264E-50
MMP7-Regulation Of Adiponectin SecretionRegulation Of Adiponectin SecretionMMP7 -0.62790679 Regulation Of Adiponectin SecretionMMP7 8.5536E-31
MMP7-Regulation Of Anatomical Structure MorphogenesisRegulation Of Anatomical Structure MorphogenesisMMP7 -0.70951951 Regulation Of Anatomical Structure MorphogenesisMMP7 2.5313E-42
MMP7-Regulation Of Anatomical Structure SizeRegulation Of Anatomical Structure SizeMMP7 -0.74124886 Regulation Of Anatomical Structure SizeMMP7 5.8297E-48
MMP7-Regulation Of Autophagosome MaturationRegulation Of Autophagosome MaturationMMP7 -0.65234715 Regulation Of Autophagosome MaturationMMP7 7.1173E-34
MMP7-Regulation Of Blood Brain Barrier PermeabilityRegulation Of Blood Brain Barrier PermeabilityMMP7 -0.77215484 Regulation Of Blood Brain Barrier PermeabilityMMP7 2.6128E-54
MMP7-Regulation Of Blood CirculationRegulation Of Blood CirculationMMP7 -0.61983321 Regulation Of Blood CirculationMMP7 7.7691E-30
MMP7-Regulation Of Blood PressureRegulation Of Blood PressureMMP7 -0.65339469 Regulation Of Blood PressureMMP7 5.1752E-34
MMP7-Regulation Of Blood Vessel RemodelingRegulation Of Blood Vessel RemodelingMMP7 -0.6685128 Regulation Of Blood Vessel RemodelingMMP7 4.5072E-36
MMP7-Regulation Of Body Fluid LevelsRegulation Of Body Fluid LevelsMMP7 -0.6459235 Regulation Of Body Fluid LevelsMMP7 4.8873E-33
MMP7-Regulation Of Calcium Ion Import Across Plasma MembraneRegulation Of Calcium Ion Import Across Plasma MembraneMMP7 -0.61671466 Regulation Of Calcium Ion Import Across Plasma MembraneMMP7 1.791E-29
MMP7-Regulation Of Cardioblast DifferentiationRegulation Of Cardioblast DifferentiationMMP7 -0.66414394 Regulation Of Cardioblast DifferentiationMMP7 1.8263E-35
MMP7-Regulation Of Catabolic ProcessRegulation Of Catabolic ProcessMMP7 -0.62791962 Regulation Of Catabolic ProcessMMP7 8.5233E-31
MMP7-Regulation Of Cell Cell Adhesion Mediated By CadherinRegulation Of Cell Cell Adhesion Mediated By CadherinMMP7 -0.63923503 Regulation Of Cell Cell Adhesion Mediated By CadherinMMP7 3.4613E-32
MMP7-Regulation Of Cell DevelopmentRegulation Of Cell DevelopmentMMP7 -0.61756603 Regulation Of Cell DevelopmentMMP7 1.4272E-29
MMP7-Regulation Of Cell Matrix AdhesionRegulation Of Cell Matrix AdhesionMMP7 -0.75411308 Regulation Of Cell Matrix AdhesionMMP7 1.7294E-50
MMP7-Regulation Of Cell Migration Involved In Sprouting AngiogenesisRegulation Of Cell Migration Involved In Sprouting AngiogenesisMMP7 -0.73048096 Regulation Of Cell Migration Involved In Sprouting AngiogenesisMMP7 5.8703E-46
MMP7-Regulation Of Cell MorphogenesisRegulation Of Cell MorphogenesisMMP7 -0.72379537 Regulation Of Cell MorphogenesisMMP7 9.2115E-45
MMP7-Regulation Of Cell Projection AssemblyRegulation Of Cell Projection AssemblyMMP7 -0.61207509 Regulation Of Cell Projection AssemblyMMP7 6.0996E-29
MMP7-Regulation Of Cell Projection OrganizationRegulation Of Cell Projection OrganizationMMP7 -0.66195506 Regulation Of Cell Projection OrganizationMMP7 3.649E-35
MMP7-Regulation Of Cell ShapeRegulation Of Cell ShapeMMP7 -0.7020175 Regulation Of Cell ShapeMMP7 4.2333E-41
MMP7-Regulation Of Cell SizeRegulation Of Cell SizeMMP7 -0.73147359 Regulation Of Cell SizeMMP7 3.8733E-46
MMP7-Regulation Of Cell Substrate AdhesionRegulation Of Cell Substrate AdhesionMMP7 -0.77534274 Regulation Of Cell Substrate AdhesionMMP7 5.0732E-55
MMP7-Regulation Of Cell Substrate Junction OrganizationRegulation Of Cell Substrate Junction OrganizationMMP7 -0.74467812 Regulation Of Cell Substrate Junction OrganizationMMP7 1.2784E-48
MMP7-Regulation Of Cellular Component BiogenesisRegulation Of Cellular Component BiogenesisMMP7 -0.7455202 Regulation Of Cellular Component BiogenesisMMP7 8.775E-49
MMP7-Regulation Of Cellular Component MovementRegulation Of Cellular Component MovementMMP7 -0.609426 Regulation Of Cellular Component MovementMMP7 1.2169E-28
MMP7-Regulation Of Cellular Component SizeRegulation Of Cellular Component SizeMMP7 -0.73759331 Regulation Of Cellular Component SizeMMP7 2.8621E-47
MMP7-Regulation Of Cellular Protein Catabolic ProcessRegulation Of Cellular Protein Catabolic ProcessMMP7 -0.68635036 Regulation Of Cellular Protein Catabolic ProcessMMP7 1.1534E-38
MMP7-Regulation Of Cellular Response To Insulin StimulusRegulation Of Cellular Response To Insulin StimulusMMP7 -0.65395008 Regulation Of Cellular Response To Insulin StimulusMMP7 4.3685E-34
MMP7-Regulation Of Cellular Response To Transforming Growth Factor Beta StimulusRegulation Of Cellular Response To Transforming Growth Factor Beta StimulusMMP7 -0.63253166 Regulation Of Cellular Response To Transforming Growth Factor Beta StimulusMMP7 2.3467E-31
MMP7-Regulation Of Cholesterol EffluxRegulation Of Cholesterol EffluxMMP7 -0.67354054 Regulation Of Cholesterol EffluxMMP7 8.7439E-37
MMP7-Regulation Of Cytoskeleton OrganizationRegulation Of Cytoskeleton OrganizationMMP7 -0.71759146 Regulation Of Cytoskeleton OrganizationMMP7 1.1036E-43
MMP7-Regulation Of Deacetylase ActivityRegulation Of Deacetylase ActivityMMP7 -0.60216661 Regulation Of Deacetylase ActivityMMP7 7.8155E-28
MMP7-Regulation Of DephosphorylationRegulation Of DephosphorylationMMP7 -0.65753535 Regulation Of DephosphorylationMMP7 1.4505E-34



MMP7-Regulation Of Developmental GrowthRegulation Of Developmental GrowthMMP7 -0.62251981 Regulation Of Developmental GrowthMMP7 3.755E-30
MMP7-Regulation Of Dna Binding Transcription Factor ActivityRegulation Of Dna Binding Transcription Factor ActivityMMP7 -0.68792919 Regulation Of Dna Binding Transcription Factor ActivityMMP7 6.661E-39
MMP7-Regulation Of Endocytic RecyclingRegulation Of Endocytic RecyclingMMP7 -0.61134104 Regulation Of Endocytic RecyclingMMP7 7.391E-29
MMP7-Regulation Of EndocytosisRegulation Of EndocytosisMMP7 -0.64579974 Regulation Of EndocytosisMMP7 5.0699E-33
MMP7-Regulation Of Endothelial Cell DifferentiationRegulation Of Endothelial Cell DifferentiationMMP7 -0.73513864 Regulation Of Endothelial Cell DifferentiationMMP7 8.2087E-47
MMP7-Regulation Of Endothelial Cell MigrationRegulation Of Endothelial Cell MigrationMMP7 -0.80321864 Regulation Of Endothelial Cell MigrationMMP7 8.6631E-62
MMP7-Regulation Of Epithelial Cell Apoptotic ProcessRegulation Of Epithelial Cell Apoptotic ProcessMMP7 -0.78753042 Regulation Of Epithelial Cell Apoptotic ProcessMMP7 7.4476E-58
MMP7-Regulation Of Epithelial Cell DifferentiationRegulation Of Epithelial Cell DifferentiationMMP7 -0.65020488 Regulation Of Epithelial Cell DifferentiationMMP7 1.3603E-33
MMP7-Regulation Of Epithelial Cell MigrationRegulation Of Epithelial Cell MigrationMMP7 -0.80022119 Regulation Of Epithelial Cell MigrationMMP7 5.2046E-61
MMP7-Regulation Of Establishment Of Protein LocalizationRegulation Of Establishment Of Protein LocalizationMMP7 -0.60331102 Regulation Of Establishment Of Protein LocalizationMMP7 5.8478E-28
MMP7-Regulation Of Extent Of Cell GrowthRegulation Of Extent Of Cell GrowthMMP7 -0.72710842 Regulation Of Extent Of Cell GrowthMMP7 2.3782E-45
MMP7-Regulation Of Filopodium AssemblyRegulation Of Filopodium AssemblyMMP7 -0.60442244 Regulation Of Filopodium AssemblyMMP7 4.4074E-28
MMP7-Regulation Of Focal Adhesion DisassemblyRegulation Of Focal Adhesion DisassemblyMMP7 -0.63755291 Regulation Of Focal Adhesion DisassemblyMMP7 5.6202E-32
MMP7-Regulation Of Foxo Transcriptional Activity By AcetylationRegulation Of Foxo Transcriptional Activity By AcetylationMMP7 -0.66461532 Regulation Of Foxo Transcriptional Activity By AcetylationMMP7 1.5721E-35
MMP7-Regulation Of Fzd By UbiquitinationRegulation Of Fzd By UbiquitinationMMP7 -0.6747655 Regulation Of Fzd By UbiquitinationMMP7 5.8351E-37
MMP7-Regulation Of G Protein Coupled Receptor Signaling PathwayRegulation Of G Protein Coupled Receptor Signaling PathwayMMP7 -0.7310695 Regulation Of G Protein Coupled Receptor Signaling PathwayMMP7 4.5887E-46
MMP7-Regulation Of Glial Cell ProliferationRegulation Of Glial Cell ProliferationMMP7 -0.67410103 Regulation Of Glial Cell ProliferationMMP7 7.2684E-37
MMP7-Regulation Of Glomerular FiltrationRegulation Of Glomerular FiltrationMMP7 -0.66203379 Regulation Of Glomerular FiltrationMMP7 3.5596E-35
MMP7-Regulation Of Glutamate Receptor Signaling PathwayRegulation Of Glutamate Receptor Signaling PathwayMMP7 -0.62923395 Regulation Of Glutamate Receptor Signaling PathwayMMP7 5.9147E-31
MMP7-Regulation Of Glutamine Family Amino Acid Metabolic ProcessRegulation Of Glutamine Family Amino Acid Metabolic ProcessMMP7 -0.61861421 Regulation Of Glutamine Family Amino Acid Metabolic ProcessMMP7 1.0781E-29
MMP7-Regulation Of GrowthRegulation Of GrowthMMP7 -0.63245984 Regulation Of GrowthMMP7 2.3947E-31
MMP7-Regulation Of Gtpase ActivityRegulation Of Gtpase ActivityMMP7 -0.67932498 Regulation Of Gtpase ActivityMMP7 1.2727E-37
MMP7-Regulation Of Heterotypic Cell Cell AdhesionRegulation Of Heterotypic Cell Cell AdhesionMMP7 -0.69291965 Regulation Of Heterotypic Cell Cell AdhesionMMP7 1.1477E-39
MMP7-Regulation Of Histone Deacetylase ActivityRegulation Of Histone Deacetylase ActivityMMP7 -0.61721113 Regulation Of Histone Deacetylase ActivityMMP7 1.569E-29
MMP7-Regulation Of Histone DeacetylationRegulation Of Histone DeacetylationMMP7 -0.60742868 Regulation Of Histone DeacetylationMMP7 2.0396E-28
MMP7-Regulation Of Hydrolase ActivityRegulation Of Hydrolase ActivityMMP7 -0.64863992 Regulation Of Hydrolase ActivityMMP7 2.1761E-33
MMP7-Regulation Of Insulin SecretionRegulation Of Insulin SecretionMMP7 -0.71310246 Regulation Of Insulin SecretionMMP7 6.3861E-43
MMP7-Regulation Of Insulin SecretionRegulation Of Insulin SecretionMMP7 -0.71310246 Regulation Of Insulin SecretionMMP7 2.1664E-08
MMP7-Regulation Of Integrin Biosynthetic ProcessRegulation Of Integrin Biosynthetic ProcessMMP7 -0.63217518 Regulation Of Integrin Biosynthetic ProcessMMP7 2.5947E-31
MMP7-Regulation Of Intracellular TransportRegulation Of Intracellular TransportMMP7 -0.62233322 Regulation Of Intracellular TransportMMP7 3.9504E-30
MMP7-Regulation Of Kidney SizeRegulation Of Kidney SizeMMP7 -0.61060588 Regulation Of Kidney SizeMMP7 8.9538E-29
MMP7-Regulation Of Lamellipodium OrganizationRegulation Of Lamellipodium OrganizationMMP7 -0.61050482 Regulation Of Lamellipodium OrganizationMMP7 9.1927E-29
MMP7-Regulation Of Lens Fiber Cell DifferentiationRegulation Of Lens Fiber Cell DifferentiationMMP7 -0.66396489 Regulation Of Lens Fiber Cell DifferentiationMMP7 1.9331E-35
MMP7-Regulation Of Lipase ActivityRegulation Of Lipase ActivityMMP7 -0.67947481 Regulation Of Lipase ActivityMMP7 1.21E-37
MMP7-Regulation Of Lipid Kinase ActivityRegulation Of Lipid Kinase ActivityMMP7 -0.62907268 Regulation Of Lipid Kinase ActivityMMP7 6.1865E-31
MMP7-Regulation Of Lipid Metabolism By PparalphaRegulation Of Lipid Metabolism By PparalphaMMP7 -0.74228525 Regulation Of Lipid Metabolism By PparalphaMMP7 3.6948E-48
MMP7-Regulation Of LipophagyRegulation Of LipophagyMMP7 -0.62929725 Regulation Of LipophagyMMP7 5.8113E-31
MMP7-Regulation Of Lipoprotein Lipase ActivityRegulation Of Lipoprotein Lipase ActivityMMP7 -0.67670912 Regulation Of Lipoprotein Lipase ActivityMMP7 3.0591E-37
MMP7-Regulation Of Long Term Synaptic DepressionRegulation Of Long Term Synaptic DepressionMMP7 -0.74825192 Regulation Of Long Term Synaptic DepressionMMP7 2.5622E-49
MMP7-Regulation Of Long Term Synaptic PotentiationRegulation Of Long Term Synaptic PotentiationMMP7 -0.77556569 Regulation Of Long Term Synaptic PotentiationMMP7 4.5192E-55
MMP7-Regulation Of Macrophage ProliferationRegulation Of Macrophage ProliferationMMP7 -0.62856749 Regulation Of Macrophage ProliferationMMP7 7.1201E-31
MMP7-Regulation Of Mast Cell ChemotaxisRegulation Of Mast Cell ChemotaxisMMP7 -0.70400462 Regulation Of Mast Cell ChemotaxisMMP7 2.0248E-41
MMP7-Regulation Of Membrane DepolarizationRegulation Of Membrane DepolarizationMMP7 -0.6111475 Regulation Of Membrane DepolarizationMMP7 7.7742E-29
MMP7-Regulation Of Metal Ion TransportRegulation Of Metal Ion TransportMMP7 -0.61733507 Regulation Of Metal Ion TransportMMP7 1.518E-29
MMP7-Regulation Of Metalloendopeptidase ActivityRegulation Of Metalloendopeptidase ActivityMMP7 -0.61257775 Regulation Of Metalloendopeptidase ActivityMMP7 5.3465E-29
MMP7-Regulation Of Multicellular Organismal DevelopmentRegulation Of Multicellular Organismal DevelopmentMMP7 -0.60847304 Regulation Of Multicellular Organismal DevelopmentMMP7 1.5577E-28
MMP7-Regulation Of Natural Killer Cell DifferentiationRegulation Of Natural Killer Cell DifferentiationMMP7 -0.62165709 Regulation Of Natural Killer Cell DifferentiationMMP7 4.7461E-30
MMP7-Regulation Of Nervous System ProcessRegulation Of Nervous System ProcessMMP7 -0.63382066 Regulation Of Nervous System ProcessMMP7 1.6301E-31
MMP7-Regulation Of Neuron Projection ArborizationRegulation Of Neuron Projection ArborizationMMP7 -0.64074439 Regulation Of Neuron Projection ArborizationMMP7 2.2347E-32
MMP7-Regulation Of Neuron Projection DevelopmentRegulation Of Neuron Projection DevelopmentMMP7 -0.67605883 Regulation Of Neuron Projection DevelopmentMMP7 3.799E-37



MMP7-Regulation Of Nitric Oxide Metabolic ProcessRegulation Of Nitric Oxide Metabolic ProcessMMP7 -0.63100571 Regulation Of Nitric Oxide Metabolic ProcessMMP7 3.6044E-31
MMP7-Regulation Of Peptidyl Lysine AcetylationRegulation Of Peptidyl Lysine AcetylationMMP7 -0.61282459 Regulation Of Peptidyl Lysine AcetylationMMP7 5.011E-29
MMP7-Regulation Of Phosphatase ActivityRegulation Of Phosphatase ActivityMMP7 -0.61062698 Regulation Of Phosphatase ActivityMMP7 8.9047E-29
MMP7-Regulation Of Phospholipase A2 ActivityRegulation Of Phospholipase A2 ActivityMMP7 -0.62578632 Regulation Of Phospholipase A2 ActivityMMP7 1.5365E-30
MMP7-Regulation Of Phosphoprotein Phosphatase ActivityRegulation Of Phosphoprotein Phosphatase ActivityMMP7 -0.61263495 Regulation Of Phosphoprotein Phosphatase ActivityMMP7 5.2668E-29
MMP7-Regulation Of Phosphorus Metabolic ProcessRegulation Of Phosphorus Metabolic ProcessMMP7 -0.67614679 Regulation Of Phosphorus Metabolic ProcessMMP7 3.6894E-37
MMP7-Regulation Of Postsynaptic Neurotransmitter Receptor InternalizationRegulation Of Postsynaptic Neurotransmitter Receptor InternalizationMMP7 -0.60223714 Regulation Of Postsynaptic Neurotransmitter Receptor InternalizationMMP7 7.6773E-28
MMP7-Regulation Of Proteasomal Protein Catabolic ProcessRegulation Of Proteasomal Protein Catabolic ProcessMMP7 -0.63831998 Regulation Of Proteasomal Protein Catabolic ProcessMMP7 4.5073E-32
MMP7-Regulation Of Protein AutophosphorylationRegulation Of Protein AutophosphorylationMMP7 -0.61754542 Regulation Of Protein AutophosphorylationMMP7 1.435E-29
MMP7-Regulation Of Protein BindingRegulation Of Protein BindingMMP7 -0.6071555 Regulation Of Protein BindingMMP7 2.1883E-28
MMP7-Regulation Of Protein Catabolic ProcessRegulation Of Protein Catabolic ProcessMMP7 -0.68120271 Regulation Of Protein Catabolic ProcessMMP7 6.7434E-38
MMP7-Regulation Of Protein Containing Complex AssemblyRegulation Of Protein Containing Complex AssemblyMMP7 -0.66571926 Regulation Of Protein Containing Complex AssemblyMMP7 1.1057E-35
MMP7-Regulation Of Protein DeacetylationRegulation Of Protein DeacetylationMMP7 -0.728066 Regulation Of Protein DeacetylationMMP7 1.602E-45
MMP7-Regulation Of Protein DephosphorylationRegulation Of Protein DephosphorylationMMP7 -0.67833204 Regulation Of Protein DephosphorylationMMP7 1.7773E-37
MMP7-Regulation Of Protein Kinase A SignalingRegulation Of Protein Kinase A SignalingMMP7 -0.62513704 Regulation Of Protein Kinase A SignalingMMP7 1.8367E-30
MMP7-Regulation Of Protein Kinase C SignalingRegulation Of Protein Kinase C SignalingMMP7 -0.80060016 Regulation Of Protein Kinase C SignalingMMP7 4.156E-61
MMP7-Regulation Of Protein Modification ProcessRegulation Of Protein Modification ProcessMMP7 -0.68009789 Regulation Of Protein Modification ProcessMMP7 9.8046E-38
MMP7-Regulation Of Protein PhosphorylationRegulation Of Protein PhosphorylationMMP7 -0.62746897 Regulation Of Protein PhosphorylationMMP7 9.6569E-31
MMP7-Regulation Of Protein PolymerizationRegulation Of Protein PolymerizationMMP7 -0.67747149 Regulation Of Protein PolymerizationMMP7 2.3714E-37
MMP7-Regulation Of Rac Protein Signal TransductionRegulation Of Rac Protein Signal TransductionMMP7 -0.68047632 Regulation Of Rac Protein Signal TransductionMMP7 8.6265E-38
MMP7-Regulation Of Ras Protein Signal TransductionRegulation Of Ras Protein Signal TransductionMMP7 -0.74700726 Regulation Of Ras Protein Signal TransductionMMP7 4.4984E-49
MMP7-Regulation Of Receptor Catabolic ProcessRegulation Of Receptor Catabolic ProcessMMP7 -0.60932001 Regulation Of Receptor Catabolic ProcessMMP7 1.2508E-28
MMP7-Regulation Of Renal System ProcessRegulation Of Renal System ProcessMMP7 -0.72755743 Regulation Of Renal System ProcessMMP7 1.9765E-45
MMP7-Regulation Of Response To Interferon GammaRegulation Of Response To Interferon GammaMMP7 -0.65611433 Regulation Of Response To Interferon GammaMMP7 2.2495E-34
MMP7-Regulation Of Retinal Ganglion Cell Axon GuidanceRegulation Of Retinal Ganglion Cell Axon GuidanceMMP7 -0.66782841 Regulation Of Retinal Ganglion Cell Axon GuidanceMMP7 5.6205E-36
MMP7-Regulation Of Rho Protein Signal TransductionRegulation Of Rho Protein Signal TransductionMMP7 -0.75180537 Regulation Of Rho Protein Signal TransductionMMP7 5.0437E-50
MMP7-Regulation Of Sarcomere OrganizationRegulation Of Sarcomere OrganizationMMP7 -0.68508065 Regulation Of Sarcomere OrganizationMMP7 1.789E-38
MMP7-Regulation Of SecretionRegulation Of SecretionMMP7 -0.60738403 Regulation Of SecretionMMP7 2.0632E-28
MMP7-Regulation Of Sensory PerceptionRegulation Of Sensory PerceptionMMP7 -0.63739248 Regulation Of Sensory PerceptionMMP7 5.8852E-32
MMP7-Regulation Of Skeletal Muscle Tissue RegenerationRegulation Of Skeletal Muscle Tissue RegenerationMMP7 -0.71029349 Regulation Of Skeletal Muscle Tissue RegenerationMMP7 1.8833E-42
MMP7-Regulation Of Small Gtpase Mediated Signal TransductionRegulation Of Small Gtpase Mediated Signal TransductionMMP7 -0.75406998 Regulation Of Small Gtpase Mediated Signal TransductionMMP7 1.7646E-50
MMP7-Regulation Of Sodium Ion Transmembrane TransportRegulation Of Sodium Ion Transmembrane TransportMMP7 -0.65315238 Regulation Of Sodium Ion Transmembrane TransportMMP7 5.5717E-34
MMP7-Regulation Of Sodium Ion TransportRegulation Of Sodium Ion TransportMMP7 -0.63982729 Regulation Of Sodium Ion TransportMMP7 2.9161E-32
MMP7-Regulation Of Sprouting AngiogenesisRegulation Of Sprouting AngiogenesisMMP7 -0.69201098 Regulation Of Sprouting AngiogenesisMMP7 1.585E-39
MMP7-Regulation Of Substrate Adhesion Dependent Cell SpreadingRegulation Of Substrate Adhesion Dependent Cell SpreadingMMP7 -0.69791271 Regulation Of Substrate Adhesion Dependent Cell SpreadingMMP7 1.9053E-40
MMP7-Regulation Of Supramolecular Fiber OrganizationRegulation Of Supramolecular Fiber OrganizationMMP7 -0.74404684 Regulation Of Supramolecular Fiber OrganizationMMP7 1.6935E-48
MMP7-Regulation Of Transmembrane TransportRegulation Of Transmembrane TransportMMP7 -0.61547004 Regulation Of Transmembrane TransportMMP7 2.4931E-29
MMP7-Regulation Of TransportRegulation Of TransportMMP7 -0.73986961 Regulation Of TransportMMP7 1.066E-47
MMP7-Regulation Of Ubiquitin Dependent Protein Catabolic ProcessRegulation Of Ubiquitin Dependent Protein Catabolic ProcessMMP7 -0.64755084 Regulation Of Ubiquitin Dependent Protein Catabolic ProcessMMP7 3.013E-33
MMP7-Regulation Of Urine VolumeRegulation Of Urine VolumeMMP7 -0.69834877 Regulation Of Urine VolumeMMP7 1.6259E-40
MMP7-Regulation Of Vascular Associated Smooth Muscle ContractionRegulation Of Vascular Associated Smooth Muscle ContractionMMP7 -0.6407907 Regulation Of Vascular Associated Smooth Muscle ContractionMMP7 2.2049E-32
MMP7-Regulation Of Vascular PermeabilityRegulation Of Vascular PermeabilityMMP7 -0.75110407 Regulation Of Vascular PermeabilityMMP7 6.9663E-50
MMP7-Regulation Of Vasculature DevelopmentRegulation Of Vasculature DevelopmentMMP7 -0.74861968 Regulation Of Vasculature DevelopmentMMP7 2.1683E-49
MMP7-Regulation Of VasculogenesisRegulation Of VasculogenesisMMP7 -0.83830826 Regulation Of VasculogenesisMMP7 4.8767E-72
MMP7-Regulation Of Ventricular Cardiac Muscle Cell Membrane DepolarizationRegulation Of Ventricular Cardiac Muscle Cell Membrane DepolarizationMMP7 -0.81244287 Regulation Of Ventricular Cardiac Muscle Cell Membrane DepolarizationMMP7 2.847E-64
MMP7-Regulation Of Vesicle Mediated TransportRegulation Of Vesicle Mediated TransportMMP7 -0.66292414 Regulation Of Vesicle Mediated TransportMMP7 2.6878E-35
MMP7-Regulation Of Vesicle SizeRegulation Of Vesicle SizeMMP7 -0.66934742 Regulation Of Vesicle SizeMMP7 3.4407E-36
MMP7-Regulation Of XenophagyRegulation Of XenophagyMMP7 -0.61379164 Regulation Of XenophagyMMP7 3.8853E-29
MMP7-Renal Cell CarcinomaRenal Cell CarcinomaMMP7 -0.66283437 Renal Cell CarcinomaMMP7 2.7651E-35
MMP7-Renal Sodium Ion AbsorptionRenal Sodium Ion AbsorptionMMP7 -0.62827201 Renal Sodium Ion AbsorptionMMP7 7.7293E-31



MMP7-Renal Sodium Ion TransportRenal Sodium Ion TransportMMP7 -0.62610815 Renal Sodium Ion TransportMMP7 1.4062E-30
MMP7-Renal System ProcessRenal System ProcessMMP7 -0.70181358 Renal System ProcessMMP7 4.5645E-41
MMP7-Renal System Process Involved In Regulation Of Blood VolumeRenal System Process Involved In Regulation Of Blood VolumeMMP7 -0.68813732 Renal System Process Involved In Regulation Of Blood VolumeMMP7 6.1944E-39
MMP7-Renal System Process Involved In Regulation Of Systemic Arterial Blood PressureRenal System Process Involved In Regulation Of Systemic Arterial Blood PressureMMP7 -0.72488576 Renal System Process Involved In Regulation Of Systemic Arterial Blood PressureMMP7 5.912E-45
MMP7-Renal Tubular SecretionRenal Tubular SecretionMMP7 -0.64536947 Renal Tubular SecretionMMP7 5.7584E-33
MMP7-Response To AngiotensinResponse To AngiotensinMMP7 -0.68275912 Response To AngiotensinMMP7 3.9688E-38
MMP7-Response To Bile AcidResponse To Bile AcidMMP7 -0.65737877 Response To Bile AcidMMP7 1.5225E-34
MMP7-Response To DsrnaResponse To DsrnaMMP7 -0.65338427 Response To DsrnaMMP7 5.1917E-34
MMP7-Response To Endogenous StimulusResponse To Endogenous StimulusMMP7 -0.65030863 Response To Endogenous StimulusMMP7 1.3184E-33
MMP7-Response To Fluid Shear StressResponse To Fluid Shear StressMMP7 -0.60776802 Response To Fluid Shear StressMMP7 1.8688E-28
MMP7-Response To HormoneResponse To HormoneMMP7 -0.71869684 Response To HormoneMMP7 7.1247E-44
MMP7-Response To InsulinResponse To InsulinMMP7 -0.69086756 Response To InsulinMMP7 2.3754E-39
MMP7-Response To Laminar Fluid Shear StressResponse To Laminar Fluid Shear StressMMP7 -0.66936784 Response To Laminar Fluid Shear StressMMP7 3.418E-36
MMP7-Response To LipidResponse To LipidMMP7 -0.61637669 Response To LipidMMP7 1.9596E-29
MMP7-Response To Muramyl DipeptideResponse To Muramyl DipeptideMMP7 -0.64715281 Response To Muramyl DipeptideMMP7 3.3923E-33
MMP7-Response To Organic Cyclic CompoundResponse To Organic Cyclic CompoundMMP7 -0.73473073 Response To Organic Cyclic CompoundMMP7 9.7684E-47
MMP7-Response To PeptideResponse To PeptideMMP7 -0.67209834 Response To PeptideMMP7 1.4042E-36
MMP7-Response To Peptide HormoneResponse To Peptide HormoneMMP7 -0.68382294 Response To Peptide HormoneMMP7 2.7573E-38
MMP7-Response To SterolResponse To SterolMMP7 -0.62422833 Response To SterolMMP7 2.3562E-30
MMP7-Response To Tumor CellResponse To Tumor CellMMP7 -0.60087114 Response To Tumor CellMMP7 1.0838E-27
MMP7-Rho Gtpase CycleRho Gtpase CycleMMP7 -0.68641404 Rho Gtpase CycleMMP7 1.1282E-38
MMP7-Rho Protein Signal TransductionRho Protein Signal TransductionMMP7 -0.73708729 Rho Protein Signal TransductionMMP7 3.5599E-47
MMP7-Rhoa Gtpase CycleRhoa Gtpase CycleMMP7 -0.75810968 Rhoa Gtpase CycleMMP7 2.6335E-51
MMP7-Rhob Gtpase CycleRhob Gtpase CycleMMP7 -0.74114078 Rhob Gtpase CycleMMP7 6.1128E-48
MMP7-Rhoc Gtpase CycleRhoc Gtpase CycleMMP7 -0.74815761 Rhoc Gtpase CycleMMP7 2.6741E-49
MMP7-Rhoj Gtpase CycleRhoj Gtpase CycleMMP7 -0.74360531 Rhoj Gtpase CycleMMP7 2.0604E-48
MMP7-Rhoq Gtpase CycleRhoq Gtpase CycleMMP7 -0.75664455 Rhoq Gtpase CycleMMP7 5.2725E-51
MMP7-Rhou Gtpase CycleRhou Gtpase CycleMMP7 -0.64895812 Rhou Gtpase CycleMMP7 1.9783E-33
MMP7-Role Of Abl In Robo Slit SignalingRole Of Abl In Robo Slit SignalingMMP7 -0.60636031 Role Of Abl In Robo Slit SignalingMMP7 2.6846E-28
MMP7-Ruffle AssemblyRuffle AssemblyMMP7 -0.63990065 Ruffle AssemblyMMP7 2.8548E-32
MMP7-Second Messenger Mediated SignalingSecond Messenger Mediated SignalingMMP7 -0.61044093 Second Messenger Mediated SignalingMMP7 9.347E-29
MMP7-Selective AutophagySelective AutophagyMMP7 -0.67383074 Selective AutophagyMMP7 7.9464E-37
MMP7-Selective AutophagySelective AutophagyMMP7 -0.67383074 Selective AutophagyMMP7 3.1941E-06
MMP7-Sema3a Plexin Repulsion Signaling By Inhibiting Integrin AdhesionSema3a Plexin Repulsion Signaling By Inhibiting Integrin AdhesionMMP7 -0.76577652 Sema3a Plexin Repulsion Signaling By Inhibiting Integrin AdhesionMMP7 6.4144E-53
MMP7-Semaphorin InteractionsSemaphorin InteractionsMMP7 -0.64963805 Semaphorin InteractionsMMP7 1.6131E-33
MMP7-Signal AmplificationSignal AmplificationMMP7 -0.65334271 Signal AmplificationMMP7 5.2579E-34
MMP7-Signal Transduction In Absence Of LigandSignal Transduction In Absence Of LigandMMP7 -0.65157209 Signal Transduction In Absence Of LigandMMP7 9.0023E-34
MMP7-Signaling By Braf And Raf1 FusionsSignaling By Braf And Raf1 FusionsMMP7 -0.63407113 Signaling By Braf And Raf1 FusionsMMP7 1.5183E-31
MMP7-Signaling By Erbb2Signaling By Erbb2MMP7 -0.64420854 Signaling By Erbb2MMP7 8.1111E-33
MMP7-Signaling By Fgfr1Signaling By Fgfr1MMP7 -0.6369867 Signaling By Fgfr1MMP7 6.6118E-32
MMP7-Signaling By Fgfr4Signaling By Fgfr4MMP7 -0.67635149 Signaling By Fgfr4MMP7 3.4464E-37
MMP7-Signaling By Fgfr4 In DiseaseSignaling By Fgfr4 In DiseaseMMP7 -0.67253987 Signaling By Fgfr4 In DiseaseMMP7 1.215E-36
MMP7-Signaling By GpcrSignaling By GpcrMMP7 -0.60557994 Signaling By GpcrMMP7 3.2791E-28
MMP7-Signaling By HippoSignaling By HippoMMP7 -0.67703318 Signaling By HippoMMP7 2.7455E-37
MMP7-Signaling By Moderate Kinase Activity Braf MutantsSignaling By Moderate Kinase Activity Braf MutantsMMP7 -0.66233359 Signaling By Moderate Kinase Activity Braf MutantsMMP7 3.2387E-35
MMP7-Signaling By NodalSignaling By NodalMMP7 -0.63536051 Signaling By NodalMMP7 1.0524E-31
MMP7-Signaling By Notch3Signaling By Notch3MMP7 -0.63455494 Signaling By Notch3MMP7 1.3235E-31
MMP7-Signaling By NtrksSignaling By NtrksMMP7 -0.71556898 Signaling By NtrksMMP7 2.4442E-43
MMP7-Signaling By Receptor Tyrosine KinasesSignaling By Receptor Tyrosine KinasesMMP7 -0.63984026 Signaling By Receptor Tyrosine KinasesMMP7 2.9052E-32
MMP7-Signaling By Rnf43 MutantsSignaling By Rnf43 MutantsMMP7 -0.81797731 Signaling By Rnf43 MutantsMMP7 7.8979E-66



MMP7-Signaling By Tgf Beta Receptor ComplexSignaling By Tgf Beta Receptor ComplexMMP7 -0.68076391 Signaling By Tgf Beta Receptor ComplexMMP7 7.8257E-38
MMP7-Signaling By Tgf Beta Receptor Complex In CancerSignaling By Tgf Beta Receptor Complex In CancerMMP7 -0.70491222 Signaling By Tgf Beta Receptor Complex In CancerMMP7 1.4428E-41
MMP7-Signaling By Tgfb Family MembersSignaling By Tgfb Family MembersMMP7 -0.66851788 Signaling By Tgfb Family MembersMMP7 4.4998E-36
MMP7-Signaling By VegfSignaling By VegfMMP7 -0.67851445 Signaling By VegfMMP7 1.6717E-37
MMP7-Signaling By Wnt In CancerSignaling By Wnt In CancerMMP7 -0.69883359 Signaling By Wnt In CancerMMP7 1.3626E-40
MMP7-Small Gtpase Mediated Signal TransductionSmall Gtpase Mediated Signal TransductionMMP7 -0.75299799 Small Gtpase Mediated Signal TransductionMMP7 2.9051E-50
MMP7-Smooth Muscle Cell DifferentiationSmooth Muscle Cell DifferentiationMMP7 -0.61997295 Smooth Muscle Cell DifferentiationMMP7 7.4821E-30
MMP7-Snare Complex AssemblySnare Complex AssemblyMMP7 -0.68106607 Snare Complex AssemblyMMP7 7.0635E-38
MMP7-Somatic Stem Cell DivisionSomatic Stem Cell DivisionMMP7 -0.63376414 Somatic Stem Cell DivisionMMP7 1.6564E-31
MMP7-Sphingolipid Mediated Signaling PathwaySphingolipid Mediated Signaling PathwayMMP7 -0.62281949 Sphingolipid Mediated Signaling PathwayMMP7 3.461E-30
MMP7-Sprouting AngiogenesisSprouting AngiogenesisMMP7 -0.76280889 Sprouting AngiogenesisMMP7 2.7473E-52
MMP7-Steroid Hormone Mediated Signaling PathwaySteroid Hormone Mediated Signaling PathwayMMP7 -0.61009614 Steroid Hormone Mediated Signaling PathwayMMP7 1.0225E-28
MMP7-Steroid Metabolic ProcessSteroid Metabolic ProcessMMP7 -0.6550749 Steroid Metabolic ProcessMMP7 3.0961E-34
MMP7-Sterol HomeostasisSterol HomeostasisMMP7 -0.65159704 Sterol HomeostasisMMP7 8.9345E-34
MMP7-Sterol Metabolic ProcessSterol Metabolic ProcessMMP7 -0.60629619 Sterol Metabolic ProcessMMP7 2.7292E-28
MMP7-Stress Fiber AssemblyStress Fiber AssemblyMMP7 -0.76435938 Stress Fiber AssemblyMMP7 1.2882E-52
MMP7-Substrate Adhesion Dependent Cell SpreadingSubstrate Adhesion Dependent Cell SpreadingMMP7 -0.76188406 Substrate Adhesion Dependent Cell SpreadingMMP7 4.3042E-52
MMP7-Sugar Mediated Signaling PathwaySugar Mediated Signaling PathwayMMP7 -0.6034767 Sugar Mediated Signaling PathwayMMP7 5.6068E-28
MMP7-Synaptic Vesicle UncoatingSynaptic Vesicle UncoatingMMP7 -0.68985907 Synaptic Vesicle UncoatingMMP7 3.3887E-39
MMP7-T Helper 2 Cell Cytokine ProductionT Helper 2 Cell Cytokine ProductionMMP7 -0.65657386 T Helper 2 Cell Cytokine ProductionMMP7 1.9524E-34
MMP7-Temperature HomeostasisTemperature HomeostasisMMP7 -0.61048835 Temperature HomeostasisMMP7 9.2322E-29
MMP7-Tgf Beta Receptor Signaling Activates SmadsTgf Beta Receptor Signaling Activates SmadsMMP7 -0.712989 Tgf Beta Receptor Signaling Activates SmadsMMP7 6.673E-43
MMP7-Tgf Beta Receptor Signaling In Emt Epithelial To Mesenchymal TransitionTgf Beta Receptor Signaling In Emt Epithelial To Mesenchymal TransitionMMP7 -0.7783739 Tgf Beta Receptor Signaling In Emt Epithelial To Mesenchymal TransitionMMP7 1.0411E-55
MMP7-Tgf Beta SignalingTgf Beta SignalingMMP7 -0.61571305 Tgf Beta SignalingMMP7 2.3374E-29
MMP7-Thiamine Containing Compound Metabolic ProcessThiamine Containing Compound Metabolic ProcessMMP7 -0.71939602 Thiamine Containing Compound Metabolic ProcessMMP7 5.3964E-44
MMP7-Tight JunctionTight Junction MMP7 -0.67254547 Tight Junction MMP7 1.2128E-36
MMP7-Tissue MigrationTissue MigrationMMP7 -0.72962842 Tissue MigrationMMP7 8.3776E-46
MMP7-Trafficking Of Glur2 Containing Ampa ReceptorsTrafficking Of Glur2 Containing Ampa ReceptorsMMP7 -0.61740944 Trafficking Of Glur2 Containing Ampa ReceptorsMMP7 1.4881E-29
MMP7-Transcriptional Regulation Of White Adipocyte DifferentiationTranscriptional Regulation Of White Adipocyte DifferentiationMMP7 -0.68117716 Transcriptional Regulation Of White Adipocyte DifferentiationMMP7 6.8021E-38
MMP7-Transforming Growth Factor Beta Receptor Signaling PathwayTransforming Growth Factor Beta Receptor Signaling PathwayMMP7 -0.63242929 Transforming Growth Factor Beta Receptor Signaling PathwayMMP7 2.4154E-31
MMP7-Transmembrane Receptor Protein Tyrosine Kinase Signaling PathwayTransmembrane Receptor Protein Tyrosine Kinase Signaling PathwayMMP7 -0.60628652 Transmembrane Receptor Protein Tyrosine Kinase Signaling PathwayMMP7 2.7359E-28
MMP7-Transmission Across Chemical SynapsesTransmission Across Chemical SynapsesMMP7 -0.6120976 Transmission Across Chemical SynapsesMMP7 6.0638E-29
MMP7-Transport Of VirusTransport Of VirusMMP7 -0.65891872 Transport Of VirusMMP7 9.4408E-35
MMP7-Transposition Rna MediatedTransposition Rna MediatedMMP7 -0.65255733 Transposition Rna MediatedMMP7 6.6772E-34
MMP7-Triglyceride Rich Lipoprotein Particle RemodelingTriglyceride Rich Lipoprotein Particle RemodelingMMP7 -0.60028871 Triglyceride Rich Lipoprotein Particle RemodelingMMP7 1.2547E-27
MMP7-Tube DevelopmentTube DevelopmentMMP7 -0.63151746 Tube DevelopmentMMP7 3.1221E-31
MMP7-Tube MorphogenesisTube MorphogenesisMMP7 -0.65966525 Tube MorphogenesisMMP7 7.4809E-35
MMP7-Vascular Associated Smooth Muscle Cell DevelopmentVascular Associated Smooth Muscle Cell DevelopmentMMP7 -0.70460118 Vascular Associated Smooth Muscle Cell DevelopmentMMP7 1.6207E-41
MMP7-Vascular Associated Smooth Muscle Cell DifferentiationVascular Associated Smooth Muscle Cell DifferentiationMMP7 -0.6782367 Vascular Associated Smooth Muscle Cell DifferentiationMMP7 1.8351E-37
MMP7-Vascular Endothelial Growth Factor Receptor 2 Signaling PathwayVascular Endothelial Growth Factor Receptor 2 Signaling PathwayMMP7 -0.7642231 Vascular Endothelial Growth Factor Receptor 2 Signaling PathwayMMP7 1.3772E-52
MMP7-Vascular Endothelial Growth Factor Receptor Signaling PathwayVascular Endothelial Growth Factor Receptor Signaling PathwayMMP7 -0.66738792 Vascular Endothelial Growth Factor Receptor Signaling PathwayMMP7 6.4766E-36
MMP7-Vascular Endothelial Growth Factor Signaling PathwayVascular Endothelial Growth Factor Signaling PathwayMMP7 -0.63767005 Vascular Endothelial Growth Factor Signaling PathwayMMP7 5.4342E-32
MMP7-Vascular Smooth Muscle ContractionVascular Smooth Muscle ContractionMMP7 -0.64028104 Vascular Smooth Muscle ContractionMMP7 2.5566E-32
MMP7-Vasculature DevelopmentVasculature DevelopmentMMP7 -0.66092022 Vasculature DevelopmentMMP7 5.0514E-35
MMP7-VasculogenesisVasculogenesisMMP7 -0.79378934 VasculogenesisMMP7 2.2051E-59
MMP7-Vasculogenesis Involved In Coronary Vascular MorphogenesisVasculogenesis Involved In Coronary Vascular MorphogenesisMMP7 -0.69751561 Vasculogenesis Involved In Coronary Vascular MorphogenesisMMP7 2.2007E-40
MMP7-Vasopressin Regulates Renal Water Homeostasis Via AquaporinsVasopressin Regulates Renal Water Homeostasis Via AquaporinsMMP7 -0.619232 Vasopressin Regulates Renal Water Homeostasis Via AquaporinsMMP7 9.133E-30
MMP7-Vegf Ligand Receptor InteractionsVegf Ligand Receptor InteractionsMMP7 -0.81862409 Vegf Ligand Receptor InteractionsMMP7 5.1536E-66
MMP7-Vegfr2 Mediated Cell ProliferationVegfr2 Mediated Cell ProliferationMMP7 -0.66897337 Vegfr2 Mediated Cell ProliferationMMP7 3.8837E-36
MMP7-Venous Blood Vessel DevelopmentVenous Blood Vessel DevelopmentMMP7 -0.74854016 Venous Blood Vessel DevelopmentMMP7 2.248E-49



MMP7-Venous Blood Vessel MorphogenesisVenous Blood Vessel MorphogenesisMMP7 -0.74840448 Venous Blood Vessel MorphogenesisMMP7 2.3908E-49
MMP7-Ventricular Cardiac Muscle Tissue DevelopmentVentricular Cardiac Muscle Tissue DevelopmentMMP7 -0.65711292 Ventricular Cardiac Muscle Tissue DevelopmentMMP7 1.653E-34
MMP7-Ventricular Cardiac Muscle Tissue MorphogenesisVentricular Cardiac Muscle Tissue MorphogenesisMMP7 -0.65983401 Ventricular Cardiac Muscle Tissue MorphogenesisMMP7 7.0969E-35
MMP7-Ventricular Trabecula Myocardium MorphogenesisVentricular Trabecula Myocardium MorphogenesisMMP7 -0.63863299 Ventricular Trabecula Myocardium MorphogenesisMMP7 4.1185E-32
MMP7-Vesicle DockingVesicle DockingMMP7 -0.64020246 Vesicle DockingMMP7 2.6156E-32
MMP7-Vesicle Mediated Transport To The Plasma MembraneVesicle Mediated Transport To The Plasma MembraneMMP7 -0.67883146 Vesicle Mediated Transport To The Plasma MembraneMMP7 1.5027E-37
MMP7-Vesicle UncoatingVesicle UncoatingMMP7 -0.75274589 Vesicle UncoatingMMP7 3.2653E-50
MMP7-Viral MyocarditisViral MyocarditisMMP7 -0.62410842 Viral MyocarditisMMP7 2.4347E-30
MMP7-Virion AssemblyVirion AssemblyMMP7 -0.62480297 Virion AssemblyMMP7 2.013E-30
MMP7-Vitamin B1 Thiamin MetabolismVitamin B1 Thiamin MetabolismMMP7 -0.64583835 Vitamin B1 Thiamin MetabolismMMP7 5.0122E-33
MMP7-Wnt Signaling PathwayWnt Signaling PathwayMMP7 -0.62053402 Wnt Signaling PathwayMMP7 6.4313E-30
MMP7-Wnt5a Dependent Internalization Of Fzd4Wnt5a Dependent Internalization Of Fzd4MMP7 -0.61176084 Wnt5a Dependent Internalization Of Fzd4MMP7 6.6227E-29
MMP7-Wound HealingWound HealingMMP7 -0.61642626 Wound HealingMMP7 1.9339E-29
MMP7-Wound Healing Spreading Of Epidermal CellsWound Healing Spreading Of Epidermal CellsMMP7 -0.65979519 Wound Healing Spreading Of Epidermal CellsMMP7 7.1834E-35
MMP7-XenophagyXenophagy MMP7 -0.62585007 Xenophagy MMP7 1.5098E-30
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